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In re Application of: Dirk KOSTREWA, et at. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



1 TCTGTMCCGATAGCGGACCGACTAGGCATCGTTGATCCACMTATCTCA 50 

51 GACMTGCAACTCAGTCGAATATGAAGGGCTACAGCCAGCATTTAAATAC 100 

101 GGCCGTCTAGGTCGGGCTCCGGGGATGAGGAGGAGCAGGCTCGTGTTCAT 150 

151 TTCGGTCATGGCTTTTTTCACGGTCGCTCTTTCGCTTTATTACTTGCTAT 200 
MAFF TVALSLYYLLS 15 

201 CGAGgtgagatctctacaatatctgtctgcttagttgaattggtacttat 250 



251 ctgtacagAGTCTCTGCTCAGGCCCCAGTGGTCCAGAATCATTCATGCAA 300 

VSAQAPVVQNHSCN 30 

+ 

301 TACGGCGGACGGTGGATATCAATGCTTCCCCAATGTCTCTCATGTTTGGG 350 

TADGGYQCFPNVSHVWG 47 

+ 

351 GTCAGTACTCGCCGTACTTCTCCATCGAGCAGGAGTCAGCTATCTCTGAG 400 

QYSPYFSIEQESAISE 63 

401 GACGTGCCTCATGGCTGTGAGGTTACCTTTGTGCAGGTGCTCTCGCGGCA 450 

DVPHGCEVTFVQVLSRH 80 

451 TGGGGCTAGGTATCCGACAGAGTCGAAGAGTAAGGCGTACTCGGGGTTGA 500 

GARYPTESKSKAYSGLI 97 

501 TTGAAGCAATCCAGAAGAATGCTACCTCTTTTTGGGGACAGTATGCTTTT 550 

EAIQKNATSFWGQYAF 113 
+ 

551 CTGGAGAGTTATAACTATACCCTCGGCGCGGATGACTTGACTATCTTCGG 600 

LESYNYTLGADDLTIFG 130 
+ 

601 CGAGAACCAGATGGTTGATTCGGGTGCCAAGTTCTACCGACGGTATAAGA 650 

ENQMVDSGAKFYRRYKN 147 

651 ATCTCGCCAGGAAAAATACTCCTTTTATCCGTGCATCAGGGTCTGACCGT 700 

LARKNTPFIRASGSDR 163 
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701 GTCGTTGCGTCTGCGGAGAAGTTCATTAATGGATTTCGCAAGGCTCAGCT 750 
VVASAEKFINGFRKAQL 180 

751 CCACGACCATGGCTCCAAACGTGCTACGCCAGTTGTCAATGTGATTATCC 800 
HDHGSKRATPVVNVIIP 197 

801 CTGAAATCGATGGGTTTAACAACACCCTGGACCATAGCACGTGCGTATCT 850 

EIDGFNNTLDHSTCVS 213 
+ 

851 TTTGAGAATGATGAGCGGGCGGATGAAATTGAAGCCAATTTCACGGCAAT 900 

FENDERADEIEANFTAI 230 

+ 

901 TATGGGACCTCCGATCCGCAAACGTCTGGAAAATGACCTCCCTGGCATCA 950 

MGPPIRKRLENDLPGIK 247 

951 AACTTACAAACGAGAATGTAATATATTTGATGGATATGTGCTCTTTCGAC 1000 
LTNENVIYLMDMCSFD" 263 

1001 ACCATGGCGCGCACCGCCCACGGAACCGAGCTGTCTCCATTTTGTGCCAT 1050 
TMARtAHGTElSPFCaI 280 

1051 CTOACTGAAM^AGTGGC^ 1100 

1101 AGTACTACGGCTACGGTGCCGGAAGCCCCCTTGGCCCAGCTCAGGGAATT 1150 
YYGYGAGSPLGPAQGI 313 

1151 GGCTTCACCAACGAGCTGATTGCCCGACTAACGCAATCGCCCGTCCAGGA 1200 
GFTNELIARLTQSPVQD 330 

1201 CAACACAAGCACCAACCACACTCTAGACTCGAACCCAGCCACATTTCCGC 1250 
NTSTNHTLDSNPATFPL 347 

1251 TCGACAGGAAGCTCTACGCCGACTTCTCCCACGACAATAGCATGATATCG 1300 
DRKLYADFSHDNSMIS 363 

1301 ATATTCTTCGCCATGGGTCTGTACAACGGCACCCAGCCGCTGTCAATGGA 1350 
IFFAMGLYNGTQPLSMD 380 

+ 
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1351 TTCCGTGGAGTCGATCCAGGAGATGGACGGTTACGCGGCGTCTTGGACTG 1400 

SVESIQEMDGYAASWTV 397 

1401 TTCCGTTTGGTGCGAGGGCTTACTTTGAGCTCATGCAGTGCGAGAAGAAG 1450 

PFGARAYFELMQCEKK 413 

1451 GAGCCGCTTGTGCGGGTATTAGTGAATGATCGCGTTGTTCCTCTTCATGG 1500 

EPLVRVLVNDRVVPLHG 430 



1501 CTGCGCAGTTGACAAGTTTGGACGGTGCACTTTGGACGATTGGGTAGAGG 1550 
CAVDKFGRCTLDDWVEG 447 



1551 GCTTGAATTTTGCAAGGAGCGGCGGGAACTGGAAGACTTGTTTTACCCTA 1600 
LNFARSGGNWKTCFTL 463 



1601 TAAAGGGCGTTTGCTCATTCATAAGTGTTGTGCAGGTATAGGAAGGTTAG 1650 

1651 GGAATTAGCTGTTTGGCTTTACTCTTATTAGACCAAGAATGATTTGTTTG 1700 

1701 TTCTCAAGGCCTTCTAGCATATCGTCAAGTGGGATAAATCACCTATCCTC 1750 

1751 CATGTGTAGGTGAACCCGCTCTTGCATCAACCTCTTGTGTTTCAGAGTAG 1800 

1801 TTTCACCAAACATATCCTCGTGTCCTCTCTTCTGCTCTTCGGTCTCATAT 1850 

1851 TACACTGTTCTCTATCTATATCGTCAACAAAACTACCACCCAAACACCAA 1900 

1901 ATGTCACACTTTCCAGCACGAAATTTCTTCG 1931 
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1 ttccacgctgaaagcctgactgcgatttccaagctgcatgcaggctgctc 50 

51 mctgcctgcttatcttcatcagac(k:agatacacaacctggtctgtaga 100 

101 tgcacccatgacggacgaacgcaccgctctcttggcctccagggacccgg 150 

151 aggtcgagggcgatgaggtcgcgccctcgacggcctcccagtccctgttg 200 

201 CAGTTGAGATCTCGCTGCGAACGTCGACCGCAGATATGGTTGTCTTCGAC 250 

251 gttttctcgccttcgaggaagaattgctgc'tgtgacgatg'agtctgttgt 300 

M S L L L 5 

301 TGCTGGTGCTGTCCGGCGGGTTGGTCGCGTTATAgtatgctccttctctc 350 

LVLSGGLVALY 16 

351 tggtcatattgttttctgctaacgttctcataattgaagTGTCTCAAGAA 400 

V S R N 20 

401 ATCCGCATGTTGATAGCCACTCTTGCAATACAGTGGAAGGAGGGTATCAG 450 

PHVDSHSCNTVEGGYQ 36 

451 TGTCGTCCAGAAATCTCCCACTCCTGGGGCCAGTATTCTCCATTCTTCTC 500 

CRPEISHSWGQYSPFFS 53 

501 CCTGGCAGACCAGTCGGAGATCTCGCCAGATGTCCCACAGAACTGCAAGA 550 

LADQSEISPDVPQNCKI 70 

551 TTACGTTTGTCCAGCTGCTTTCTCGTCACGGCGCTAGATACCCTACGTCT 600 

TFVQLLSRHGARYPTS 86 

601 TCCAAGACGGAGCTGTATTCGCAGCTGATCAGTCGGATTCAGAAGACGGC 650 

SKTELYSQLISRIQKTA 103 

651 GACTGCGTACAAAGGCTACTATGCCTTCTTGAAAGACTACAGATACCAGC 700 

TAYKGYYAFLKDYRYQL 120 

701 TGGGAGCGAACGACCTGACGCCCTTTGGGGAAAACCAGATGATCCAGTTG 750 

GANDLTPFGENQMIQL 136 
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751 GGCATCAAGTTTTATMCCATTACMGAGTCTCGCCAGGAATGCCGTCCC 800 
GIKFYNHYKSLARNAVP 153 

801 ATTCGTTCGTTGCTCCGGCTCTGATCGGGTCATTGCCTCGGGGAGACTTT 850 
FVRCSGSDRVIASGRLF 170 

851 TCATCGAAGGTTTCCAGAGCGCCAAAGTGCTGGATCCTCATTCAGACAAG 900 
IEGFQSAKVLDPHSDK 186 

901 CATGACGCTCCTCCCACGATCAACGTGATCATCGAGGAGGGTCCGTCCTA 950 
HDAPPTINVIIEEGPSY 203 

951 CAATAACACGCTCGACACCGGCAGCTGTCCAGTCTTTGAGGACAGCAGCG 1000 
NNTLDTGSCPVFEDSSG 220 

1001 GGGGACATGACGCACAGGAAAAGTTCGCAAAGCAATTCGCACCAGCTATC 1050 
GHDAQEKFAKQFAPAI 236 

1051 CTGGAAAAGATCAAGGACCATCTTCCCGGCGTGGACCTGGCCGTGTCGGA 1100 
LEKIKDHLPGVDLAVSD 253 

1101 TGTACCGTACTTGATGGACTTGTGTCCGTTTG AGACCTTGGCTCGCAACC 1150 

VPYLMDLCPFE T L A R N H 270 

+ 

1151 ACACAGACACGCTGTCTCCGTTCTGCGCTCTTTCCACGCAAGAGGAGTGG 1200 

TDTLSPFCALSTQEEW 286 

1201 CAAGCATATGACTACTACCAAAGTCTGGGGAAATACT ATr,r,rAATP,r,Pri 1250 
QAYDYYQSLGKYYGNGG 303 

1251 GGGTAACCCGTTGGGGCCAGCCCAAGGCGTGGGGTTTGTCAACGAGTTGA 1300 
GNPLGPAQGVGFVNELI 320 

1301 TTGCTCGCATGACCCATAGCCCTGTCCAGGACTACACCACGGTCAACCAC 1350 
ARMTHSPVQDYTTVNH 336 

+ 

1351 ACTCTTGACTCGAATCCGGCGACATTCCCTTTGAACGCGACGCTGTACGC 1400 
TLDSNPATFPLNATLYA 353 

+ 
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1401 AGATTTCAGCCACGACAACACAATGACGTCAATTTTCGCGGCCTTGGGCC 1450 

DFSHDNTMTS I FAALGL 370 

1451 TGTACAACGGGACCGCGAAGCTGTCCACGACCGAGATCAAGTCCATTGAA 1500 

YNGTAKLSTTEIKSIE 386 
+ 

1501 GAGACGGACGGCTACTCGGCGGCGTGGACCGTTCCGTTCGGGGGGCGAGC 1550 

ETDGYSAAWTVPFGGRA 403 

1551 CTATATCGAGATGATGCAGTGTGATGATTCGGATGAGCCAGTCGTTCGGG 1600 

YIEMMQCDDSDEPVVRV 420 

1601 TGCTGGTCAACGACCGGGTGGTGCCACTGCATGGCTGCGAGGTGGACTCC 1650 

LVNDRVVPLHGCEVDS 436 

1651 CTGGGGCGATGCAAACGAGACGACTTTGTCAGGGGACTGAGTTTTGCGCG 1700 

LGRCKRDDFVRGLSFAR 453 



1701 ACAGGGTGGGAACTGGGAGGGGTGTTACGCTGCTTCTGAGTAGGTTTATT 1750 

QGGNWEGCYAASE* 466 

1751 CAGCGAGTTTCGACCTTTCTATCCTTCAAACACTGCACAAAGACACACTG 1800 

1801 CATGAAATGGTAACAGGCCTGGAGCGTTTTAGAAGGAAAAAAGTT 1845 
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1 AGATTCAACGACGGAGGMTCGCMCCCTAATTGTCGGTATCATGGTGAC 50 

M V T 3 



51 TCTGACTTTCCTGCTTTCGGCGGCGTATCTGCTTTCTGGgtgagtggctt 100 
LTFLLSAAYLLSG 16 



101 ggatctattgctcggatagggctgtggtgctgattctgaaacggagTAGA 150 

R 17 



151 GTGTCTGCGGCACCTAGTTCTGCTGGCTCCAAGTCCTGCGATACGGTAGA 200 
VSAAPSSAGSKSCDTVD 34 



201 CCTCGGGTACCAGTGCTCCCCTGCGACTTCTCATCTATGGGGCCAGTACT 250 
LGYQCSPATSHLWGQYS 51 



251 CGCCATTCTTTTCGCTCGAGGACGAGCTGTCCGTGTCGAGTAAGCTTCCC 300 
PFFSLEDELSVSSKLP 67 



301 AAGGATTGCCGGATCACCTTGGTACAGGTGCTATCGCGCCATGGAGCGCG 350 

KDCRITLVQVLSRHGAR 84 

351 GTACCCAACCAGCTCCAAGAGCAAAAAGTATAAGAAGCTTGTGACGGCGA 400 

YPTSSKSKKYKKLVTAI 101 



401 TCCAGGCCAATGCCACCGACTTCAAGGGCAAGTTTGCCTTTTTGAAGACG 450 

QANATDFKGKFAFLKT 117 
+ 

451 TACAACTATACTCTGGGTGCGGATGACCTCACTCCCTTTGGGGAGCAGCA 500 

YNYTLGADDLTPFGEQQ 134 

501 GCTGGTGAACTCGGGCATCAAGTTCTACCAGAGGTACAAGGCTCTGGCGC 550 

LVNSG IKFYQRYKALAR 151 



551 GCAGTGTGGTGCCGTTTATTCGCGCCTCAGGCTCGGACCGGGTTATTGCT 600 
SVVPFIRASGS DRVIA 167 
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J 



601 TCGGGAGAGAAGTTCATCGAGGGGTTCCAGCAGGCGMGCTGGCTGATCC 650 

SGEKFIEGFQQAKLADP 184 

651 TGGCGCGACGAACCGCGCCGCTCCGGCGATTAGTGTGATTATTCCGGAGA 700 

GATNRAAPAISVIIPES 201 

701 GCGAGACGTTCAACAATACGCTGGACCACGGTGTGTGCACGAAGTTTGAG 750 

ETFNNTLDHGVCTKFE 217 

751 GCGAGTCAGCTGGGAGATGAGGTTGCGGCCAATTTCACTGCGCTCTTTGC 800 

ASQLGDEVAANFTALFA 234 

801 ACCCGACATCCGAGCTCGCGCCGAGAAGCATCTTCCTGGCGTGACGCTGA 850 

PDIRARAEKHLPGVTLT 251 

851 CAGACGAGGACGTTGTCAGTCTAATGGACATGTGTTCGTTTGA TACGGTA 900 

DEDVVSLMDMCSFD T V 267 

901 GCGCGCACCAGCGACGCAAGTCAGCTGTCACCGTTCTGTCAACTCTTCAC 950 

ARTSDASQLSPFCQLFT 284 

951 TCACAATGAGTGGAAGAAGTACAACTACCTTCAGTCCTTGGGCAAGTACT 1000 

HNEWKKYNYLQSLGKYY 301 

1001 ACGGCTACGGCGCAGGCAACCCTCTGGGACCGGCTCAGGGGATAGGGTTC 1050 

GYGAGNPLGPA Q G I G F 317 

1051 ACCAACGAGCTGATTGCCCGGTTGACTCGTTCGCCAGTGCAGGACCACAC 1100 

TNELIARLTRSPVQDHT 334 

1101 CAGCACTAACTCGACTCTAGTCTCCAACCCGGCCACCTTCCCGTTGAACG 1150 

STNSTLVSNPATFPLNA 351 
+ + 

1151 CTACCATGTACGTCGACTTTTCACACGACAACAGCATGGTTTCCATCTTC 1200 

TMYVDFSHDNSMVS IF 367 

1201 TTTGCATTGGGCCTGTACAACGGCACTGAACCCTTGTCCCGGACCTCGGT 1250 

FALGLYNGTEPLSRTSV 384 
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1251 GGAAAGCGCCMGGMTTGGATGGGTATTCTGCATCCTGGGTGGTGCCTT 1300 
ESAKELDGYSASWVVPF 401 



1301 TCGGCGCGCGAGCCTACTTCGAGACGATGCAATGCAAGTCGGAAAAGGAG 1350 
GARAYFETMQCKSEKE 417 



1351 CCTCTTGTTCGCGCTTTGATTAATGACCGGGTTGTGCCACTGCATGGCTG 1400 
PLVRALINDRVVPLHGC 434 



1401 CGATGTGGACAAGCTGGGGCGATGCAAGCTGAATGACTTTGTCAAGGGAT 1450 
DVDKLGRCKLNDFVKGL 451 



1451 TGAGTTGGGCCAGATCTGGGGGCAACTGGGGAGAGTGCTTTAGTTGAGAT 1500 

SWARSGGNWGECFS* 465 

1501 GTCATTGTTATGCTATACTCCAATAGACCGTTGCTTAGCCATTCACTTCA 1550 

1551 CTTTGCTCGAACCGCCTGCCG 1571 
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1 ACGTCCCAGGTCGGGGACTACATCCGCTATGTGGTCCTCTACTTCGTCGG 50 

51 AAGAATATACTGTCTCTTGTGGCTACCATGGGGGTTTTCGTCGTTCTATT 100 

MGVFVVLL 8 

101 ATCTATCGCGACTCTGTTCGGCAGgtatgtgcaccgctctaggttcaact 150 
SIATLFGS 

151 cgcctggtaactgacaaacagcacagCACATCGGGCACTGCGCTGGGCCC 200 

TSGTALGP 24 

201 CCGTGGAAATCACAGCGACTGCACCTCAGTCGACCGGGGGTATCAATGCT 250 

RGNHSDCTSVDRGYQCF 41 

251 TCCCTGAGCTCTCCCATAAATGGGGTCTCTACGCGCCCTATTTCTCCCTC 300 

PELSHKWGLYAPYFSL 57 

301 CAGGATGAATCTCCGTTTCCTCTGGACGTCCCGGATGACTGCCACATCAC 350 

QDESPFPLDVPDDCHIT 74 

351 CTTTGTGCAGGTGCTGGCCCGACATGGAGCGCGGTCTCCAACCGATAGCA 400 

FVQVLARHGARSPTDSK 91 

401 AGACAAAGGCGTATGCCGCGACTATTGCAGCCATCCAGAAGAATGCCACC 450 

TKAYAATIAAIQKN + AT 107 

451 GCGTTGCCGGGCAAATACGCCTTCCTGAAGTCGTACAATTACTCCATGGG 500 

ALPGKYAFLKSYNYSMG 124 

501 CTCCGAGAACCTGAACCCCTTCGGGCGGAACCAACTGCAAGATCTGGGCG 550 

SENLNPFGRNQLQDLGA 141 

551 CCCAGTTCTACCGTCGCTACGACACCCTCACCCGGCACATCAACCCTTTC 600 

QFYRRYDTLTRHINPF 157 

601 GTCCGGGCCGCGGATTCCTCCCGCGTCCACGAATCAGCCGAGAAGTTCGT 650 

VRAADSSRVHESAEKFV 174 
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651 CGAGGGCTTCCAAAACGCCCGCCAAGGCGATCCTCACGCCAACCCTCACC 700 

EGFQNARQGDPHANPHQ 191 

701 AGCCGTCGCCGCGCGTGGATGTAGTCATCCCCGAAGGCACCGCCTACAAC 750 

PSPRVDVVIPEGTAYN 207 

+ 

751 AACACGCTCGAGCACAGCATCTGCACCGCCTTCGAGGCCAGCACCGTCGG 800 

NTLEHSICTAFEASTVG 224 

801 CGACGCCGCGGCAGACAACTTCACTGCCGTGTTCGCGCCGGCGATCGCCA 850 

DAAADNFTAVFAPAIAK 241 
+ 

851 AGCGTCTGGAGGCCGATCTGCCCGGCGTGCAGCTGTCCGCCGACGACGTG 900 

RLEADLPGVQLSADDV 257 

901 GTCAATCTGATGGCCATGTGTCCGTTCG AGACGGTCAGCCTGACCGACGA 950 

VNLMAMCPFETVSLTDD 274 

951 CGCGCACACGCTGTCGCCGTTCTGCGACCTCTTCACCGCCGCCGAGTGGA 1000 

AHTLSPFCDLFTAAEWT 291 

1001 CGCAGTACAACTACCTGCTCTCGCTGGACAAGTAC TACGGCTACGGCflCr 1050 

QYNYLLSLDKYYGYGG 307 

1051 GGCAATCCGCTGGGCCCCGTGCAGGGCGTGGGCTGGGCGAACGAGCTGAT 1100 

GNPLGPVQGVGWANELI 324 

1101 CGCGCGGCTGACGCGCTCCCCCGTCCACGACCACACCTGCGTCAACAACA 1150 

ARLTRSPVHDHTCVNNT 341 

+ 

1151 CCCTCGACGCCAACCCGGCCACCTTCCCGCTGAACGCCACCCTCTACGCG 1200 

LDANPATFPLNATLYA 357 

+ 

1201 GACTTTTCGCACGA CAGTAACCTGGTGTCGATCTTCTGGGCGCTGGGTCT 1250 

DFSHDSNLVSIFWALGL 374 
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1251 GTACMCGGCACCAAGCCCCTGTCGCAGACCACCGTGGAGGATATCACCC 1300 
YNGTKPLSQTTVEDITR 391 



1301 GGACGGACGGGTACGCGGCCGCCTGGACGGTGCCGTTTGCCGCCCGCGCC 1350 

TDGYAAAWTVPFAARA 407 

1351 TACATCGAGATGATGCAGTc'TCGCGCGGAGMGCAGCrGOTflCT flrr^nT 1400 

YIEMMQCRAEKQPLVRV 424 

1401 GCTGGTCAACGACCGTGTCATGCCGCTGCACGGCTGCGCGGTGGATAATC 1450 

LVNDRVMPLHGCAVDNL 441 

1451 TGGGCAGGTGTAAACGGGACGACTTTGTGGAGGGACTGAGCTTTGCGCGG 1500 

GRCKRDDFVEGLSFAR 457 

1501 GCAGGAGGGAACTGGGCCGAGTGTTTCTGATGTACATGCTGTAGTTAGCT 1550 

AGGNWAECF* 466 

1551 TTGAGTCCTGAGGTACC 1567 
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PHOSOHOMONOESTERASE 
PHYTASE, (E.C.3.1.3.8) 
(Aspergillus ficuum) 

RESOLUTION. 2.5 ANGSTROMS. 

REFINEMENT. 
PROGRAM 
AUTHORS 
R VALUE 
FREE R VALUE 
RMSD BOND DISTANCES 
RMSD BOND ANGLES 



9 

10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 



X-PLOR 

BRUENGER, A.T. 

0.155 

0.211 

0.009 ANGSTROMS 
1.5 DEGREES 



NUMBER OF REFLECTIONS 
RESOLUTION RANGE 
DATA CUTOFF 

NUMBER OF PROTEIN ATOMS 
NUMBER OF SOLVENT ATOMS 
NUMBER OF SULFATE ATOMS 



17206 

20.0-2.5 ANGSTROMS 
0. SIGMA (F) 



3369 
115 
5 



CONVENTIONAL RESTRAINED POSITIONAL AND TEMPERATURE FACTOR 
REFINEMENT. 

THE STEREOCHEMICAL PARAMETERS FROM ENGH & HUBER WERE USED. 



THE ASYMMETRIC UNIT OF THE CRYSTAL CONTAINS OF ONE 
DEGLYCOSYLATED PROTEIN MONOMER. 

THE AMINO ACIDS 249 - 252 ARE COMPLETELY DISORDERED. 
THE FOLLOWING AMINO ACID SIDE CHAINS ARE DISORDERED: 
GLU 43, LYS 70, GLU 77, GLN 81, LYS 94, GLN 392, GLN 395, 

THE ELECTRON DENSITY OF THE SULFATE IS NOT WELL DEFINED. 

434 SER CYS ASP THR VAL ASP GLN GLY TYR GLN CYS PHE SER 

434 GLU THR SER HIS LEU TRP GLY GLN TYR ALA PRO PHE PHE 

434 SER LEU ALA ASN GLU SER VAL EE-SEE PEO GLU VAL PRO 

434 ALA GLY CYS ARG VAL THR PHE ALA GLN VAL LEU SER ARG 

434 HIS GLY ALA ARG TYR PRO THE ASP SEE LYS GLY LYS LYS 

434 TYE SEE ALA LEU ILE GLU GLU EE GLN GLN ASN ALA THE 

434 THR PHE ASP GLY LYS TYR ALA PHE LEU LYS THE TYE ASN 

434 TYE SEE LEU GLY ALA ASP ASP LEU THE PEO PHE GLY GLU 

434 GLN GLU LEU VAL ASN SEE GLY ILE LYS PHE TYE GLN AEG 

434 TYE GLU SEE LEU THE ARG ASN ILE VAL PRO PHE ILE ARG 

434 SER SER GLY SER SER ARG VAL ILE ALA SER GLY LYS LYS 

434 PHE ILE GLU GLY PHE GLN SER THR LYS LEU LYS ASP PRO 

434 ARG ALA GLN PRO GLY GLN SER SER PRO LYS ILE ASP VAL 

434 VAL ILE SER GLU ALA SER SER SER ASN ASN THR LEU ASP 

434 PRO GLY THE CYS THE VAL PHE GLU ASP SEE GLU LEU ALA 

434 ASP THE VAL GLU ALA ASN PHE THR ALA THR PHE VAL PRO 

434 SER ILE ARG GLN ARG LEU GLU ASN ASP LEU SER GLY VAL 

434 THR LEU THR ASP THR GLU VAL THR TYR LEU MET ASP MET 

434 CYS SER PHE ASP THR ILE SER THR THR LYS LEU SER PRO 

434 PHE CYS ASP LEU PHE THR HIS ASP GLU TRP ILE ASN TYR 

434 ASP TYR LEU GLN SER LEU LYS LYS TYR TYR GLY HIS GLY 

434 ALA GLY ASN PRO LEU GLY PRO THR GLN GLY VAL GLY TYR 

434 ALA ASN GLU LEU ILE ALA ARG LEU THR HIS SER PRO VAL 

434 HIS ASP ASP THR SER SER ASN HIS THR LEU ASP SER SER 

434 PRO ALA THR PHE PRO LEU ASN SER THR LEU TYR ALA ASP 

434 PHE SER HIS ASP ASN GLY ILE ILE SER ILE LEU PHE ALA 

434 LEU GLY LEU TYR ASN GLY THR LYS PRO LEU SER THR THR 

434 THR VAL GLU ASN ILE THR GLN THR ASP GLY PHE SER SER 

• 434 ALA TRP THR VAL PRO PHE ALA SER ARG LEU TYR VAL GLU 

434 MET MET GLN CYS GLN ALA GLU GLN GLU PRO LEU VAL ARG 
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In re Application of: Dirk KOSTREWA, et a/. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



SEQRES 
SEQRES 
SEQRES 
SEQRES 

HET 

FORMUL 

FORMUL 

SSBOND 

SSBOND 

SSBOND 

SSBOND 

SSBOND 

CRYST1 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 
. ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 



31 
32 
33 
34 
S04 
2 
3 
1 
2 
3 
4 
5 



434 
434 
434 
434 
201 
S04 
HOH 
CYS 
CYS 
CYS 
CYS 
CYS 



VAL LEU VAL ASN ASP ARG VAL VAL PRO LEU HIS GLY CYS 
PRO VAL ASP ALA LEU GLY ARG CYS THR ARG ASP SER PHE 
VAL ARG GLY LEU SER PHE ALA ARG SER GLY GLY ASP TRP 
ALA GLU CYS PHE ALA 
5 

04 SI 

*115 (H2 01) 



92.250 



1 

2 
3 
4 
5 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 

29 

30 

31 

32 

33 

34 

35 

36 

37 

38 

39 

40 

41 

42 

43 

44 

45 

46 

47 



N 

CA 

C 

0 

CB 

OG 

N 

CA 

C 

0 

CB 

SG 

N 

CA 

C 

0 

CB 

CG 

OD1 

OD2 

N 

CA 

C 

0 

CB 

OG1 

CG2 

N 

CA 

C 

0 

CB 

CGI 

CG2 

N 

CA 
C 
0 
CB 
CG 



8 

48 
192 
241 
413 

92.250 
SER 
SER 
SER 
SER 
SER 
SER 
CYS 
CYS 
CYS 
CYS 
CYS 
CYS 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
THR 
THR 
THR 
THR 
THR 
THR 
THR 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 



CYS 
CYS 
CYS 
CYS 
CYS 



17 
391 
442 
259 
421 



100.890 90.00 90.00 120.00 
39.685 9.811 



OD1 ASP 
OD2 ASP 



49 
50 
51 
52 
53 
54 



N 

CA 
C 
O 
CB 
CG 
CD 
OE1 
NE2 
N 

CA 



GLN 
GLN 
GLN 
GLN 
GLN 
GLN 
GLN 
GLN 
GLN 
GLY 
GLY 



8 
8 
8 
9 
9 
9 
9 
9 
9 
9 
9 

10 
10 
10 
10 
10 
10 
10 
11 
11 
11 
11 
11 
11 
11 
12 
12 
12 
12 
12 
12 
12 
12 
13 
13 
13 
13 
13 
13 
13 
13 
13 
14 
14 



-18.097 
-17.205 
-16.157 
-15.210 
-18.027 
-18.983 
-16.314 
-15.278 
-14.528 
-13.593 
-15.738 
-17.414 
-14.945 
-14.217 
-13.647 
-14.380 
-15.112 
-14.324 
-13.169 
-14.860 
-12.360 
-11.744 
-10.770 
-10.407 
-10.988 
-9.967 
-11.937 
-10.352 
-9.398 
-8.050 
-7.442 
-9.196 
-7.982 
-10.440 
-7.585 
-6.298 
-6.298 
-5.449 
-5.698 
-4.974 
-3.831 
-5.540 
-7.241 
-7.251 
-7.944 
-7.706 
-7.804 
-6.865 
-5.467 
-5.251 
-4.510 
-8.792 
-9.476 



40.761 
41.230 
41.924 
41.947 
41.499 
40.885 
41.262 
40.052 
40.225 
42.278 
42.211 
38.838 
37.609 
37.121 
36.543 
36.512 
35.205 
35.246 
34.107 
37.357 
36.961 
35.792 
35.410 
38.148 
38.612 
39.286 
35.228 
34.123 
34.591 
33.912 
33.528 
32.584 
32.772 
35.749 
36.277 
37.009 
36.757 
37.195 
36.428 
35.998 
36.252 
37.918 
38.684 
38.049 
38.450 
40.090 
40.982 
41.085 
41.806 
40.357 
37.057 
36.460 



9.300 
10.307 
9.918 
8.800 
7.850 
11.590 
12.561 
13.134 
13.913 
13.657 
14.391 
12.748 
13.109 
11.763 
10.956 
13.687 
13.981 
14.466 
13.725 
11.515 
10.248 
10.388 
11.502 
9.605 
10.500 
9.319 
9.256 
9.261 
9.798 
10.623 
7.840 
7.806 
7.429 
9.334 
9.774 
11.094 
11.930 
8.712 
7.629 
7.891 
6.523 
11.294 
12.530 
13.741 
14.879 
12.265 
11.450 
12.071 
13.055 
11.497 
13.520 
14.648 



P 3 2 1 
1.00 62.21 
1.00 63.47 
1.00 63.25 
1.00 63.40 
1.00 64.21 
1.00 69.41 
1.00 60.09 
1.00 57.19 
1.00 54.36 
1.00 54.16 
1.00 55.87 
1.00 47.31 
1.00 49.46 
1.00 44.53 
1.00 43.95 
1.00 45.30 
1.00 36.86 
1.00 43.08 
1.00 36.37 
1.00 53.20 
1.00 39.20 
1.00 34.97 
1.00 35.15 
1.00 32.93 
1.00 32.39 
1.00 36.02 
1.00 24.30 
1.00 35.93 
1.00 35.37 
1.00 36.90 
1.00 38.05 
1.00 36.34 
1.00 29.66 
1.00 36.52 
1.00 36.93 
1.00 35.36 
1.00 32.61 
1.00 31.31 
1.00 44.11 
1.00 54.17 
1.00 59.05 
1.00 57.68 
1.00 31.17 
1.00 31.70 
1.00 30.12 
1.00 26.40 
1.00 38.39 
1.00 44.04 
1.00 53.25 
1.00 56.16 
1.00 59.15 
1.00 26.13 
1.00 23.53 



6 



81 
82 
83 
84 
85 
86 
87 
88 
89 
90 
91 
92 
93 
94 
95 
96 
97 
98 
99 



1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK „ 
1DIK 100 
1DIK 101 
1DIK 102 
1DIK 103 
1DIK 104 
1DIK 105 
1DIK 106 
1DIK 107 
1DIK 108 
1DIK 109 
1DIK 110 
1DIK 111 
1DIR 112 
1DIK 113 
1DIK 114 
1DIK 115 
1DIK 116 
1DIK 117 
1DIK 118 
1DIK 119 
1DIK 120 
1DIK 121 
1DIK 122 
1DIK 123 
1DIK 124 
1DIK 125 
1DIK 126 
1DIK 127 
1DIK 128 
1DIK 129 
1DIK 130 
1DIK 131 
DIK 132 
1DIK 133 
1DIK 134 
1DIK 135 
1DIK 136 
1DIK 137 
1DIK 138 
1DIK 139 
1DIK 140 
1DIK 141 
1DIK 142 
1DIK 143 
1DIK 144 
1DIK 145 
1DIK 146 



FIG 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 
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ill Ld 11K 


OQ 

Zo 


ATOM 


177 PP TVD 

1/0 lb llK 


OQ 

Zo 


ATOM 
nlUfl 


174 PM TVD 

1/S LU1 llK 


OQ 
Zo 


ATOM 
niun 


17 ^ P09 TVD 
1/D LUZ UK 


OQ 

Zo 


ATOM 
niun 


1 7 (\ PJ? 1 TVD 
1/0 LL1 llK 


9Q 

Zo 


ATOM 
niun 


177 PP9 TVD 
1// LLZ 1IK 


9Q 

Zo 


ATOM 


17ft P7 TVD 
1/0 L6 1ZK 


9Q 
Zo 


ATOM 
niun 


1 7Q OH TVD 
1/3 un UK 


9Q 
Zo 


ATOM 


180 N ALA 


29 

Lj 


ATOM 


181 CA ALA 


29 


ATOM 


182 C ALA 


29 


ATOM 


183 0 ALA 


29 


ATOM 


184 CB ALA 


29 


ATOM 


185 N PRO 


30 


ATOM 


186 CA PRO 


30 



In re Application of: Dirk KOSTREWA, er a/. 
Parent Serial No.: 10/062,848 
For: MODIFIED PHYTASES J 

"W'VA l 2 A li i' 00 16 - 59 1DIK 213 

-14.0 5 40.93? 22.044 1.00 23.72 1DIK 214 

- .26 0. 24.497 1.00 20.46 1DIK 215 
-10.726 40.555 24.708 1.00 20.05 1DIK 216 
-10.329 40.455 26.183 1.00 24.47 1DIK 217 

-9.196 40.084 26.496 1.00 25.61 1DIK 218 
-9.800 41.536 23.982 1.00 17.77 1DIK 219 
-9.861 41.426 22.484 1.00 24.57 1DIK 220 
-8.936 42.020 21.651 1.00 20.40 1DIK 221 
-10.746 40.795 21.670 1.00 23.97 1DIK 222 
-9.247 41.764 20.392 1.00 20.67 1DIK 223 
-10.340 41.022 20.376 1.00 23.06 1DIK 224 
-11.263 40.776 27.081 1.00 25.15 1DIK 225 
-11.025 40.716 28.524 1.00 24.99 1DIK 226 

- .739 39.538 29.210 1.00 27.65 1DIK 227 
-11.984 39.575 30.421 1.00 25.05 1DIK 228 
-11.455 42.034 29.176 1.00 22.74 1DIK 229 
-10.626 43.258 28.774 1.00 22.62 1DIK 230 
-11.2 64 44.50? 29.324 1.00 23.25 1DIK 231 

-9.211 43.126 29.281 1.00 15.42 1DIK 232 
-12.062 38.496 28.437 1.00 26.64 1DIK 233 

-12.744 37.317 28.961 1.00 21.87 1DIK 234 

-11.811 36.148 29.357 1.00 22.59 1DIK 235 

-12.283 35.040 29.625 1.00 22.32 1DIK 236 

-13.804 36.845 27.951 1.00 22.87 1DIK 237 

-14.977 37.813 27.754 1.00 25.99 1DIK 238 

-15.376 38.805 28.615 1.00 22.03 1DIK 239 

-15.880 37.877 26.626 1.00 23.51 1DIK 240 

-16.459 39.475 28.094 1.00 22.08 1DIK 241 

-16.792 38.931 26.877 1.00 24.34 1DIK 242 

- 16.004 37.150 25.425 1.00 25.98 1DIK 243 

-17.82 39.280 25.973 1.00 20.60 1DIK 244 

-17.034 37.500 24.517 1.00 21.02 1DIR 245 

- 17.923 38.555 24.804 1.00 20.24 1DIR 246 

-10.499 36.384 29.403 1.00 20.85 1DIK 247 

-9.566 35.322 29.757 1.00 21.54 1DIR 248 

-9.676 34.138 28.806 1.00 21.52 1DIK 249 

-9-642 34.3 9 27.590 1.00 19.25 1DIK 250 

-9.819 32.927 29.346 1.00 23.90 1DIK 251 

-9.946 31.740 28.503 1.00 24.89 1DIK 252 

-11.340 31.566 27.902 1.00 24.51 1DIK 253 

-11.600 30.573 27.226 1.00 25.98 1DIK 254 

-9.535 30.455 29.245 1.00 23.84 1DIK 255 

-10.472 29.995 30.323 1.00 21.01 1DIK 256 

-10.344 30.823 31.573 1.00 27.35 1DIK 257 

-9.452 31.671 31.694 1.00 31.10 1DIK 258 

-11.231 30.588 32.517 1.00 32.00 1DIR 259 

-12.241 32.516 28.156 1.00 25.51 1DIK 260 

-13.592 32.472 27.578 1.00 23.43 1DIK 261 

-13.647 33.499 26.433 1.00 24.19 1DIK 262 

-14-ZSf Mil 25-867 1.00 24.91 ton 263 

-14.673 32.787 28.624 1.00 20.52 1DIK 264 

-14.797 31.767 29.727 1.00 21.45 1DIK 265 

-14.609 30.402 29.480 1.00 25.41 1DIK 266 

-15.091 32.164 31.027 1.00 26.26 1DIK 267 

-14.711 29.462 30.506 1.00 24.86 1DIK 268 

-15.194 31.238 32.056 1.00 28.46 1DIK 269 

-15.005 29.895 31.793 1.00 29.76 DIK 270 

-15.113 28.997 32.827 1.00 35.18 1DIK 271 

-12.480 34.061 26.111 1.00 21.55 1DIK 2 2 

-12.340 35.025 25.029 1.00 21.69 1DIK 2 3 

-12.102 34.251 23.725 1.00 22.47 1DIK 274 

-11.401 33.233 23.720 1.00 22.07 1DIK 275 

-11.139 35.944 25.305 1.00 12.96 1DIK 276 

-12.709 34.697 22.612 1.00 24.01 1DIK 277 r-i^ n a 

-12.509 34.027 21.319 1.00 20.94 1DIK 278 F G. 8~4 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, ef a/. 
10/062,848 

MODIFIED PHYTASES 



ATOM 


1 A1 

187 


C 


PRO 


A A 

30 


ATOM 


i An 

188 


0 


PRO 


*\ A 

30 


ATOM 


1 Art 

189 


CB 


PRO 


30 


ATOM 


190 


CG 


PRO 


30 


ATOM 


191 


CD 


PRO 


30 


ATOM 


192 


N 


PHE 


31 


ATOM 


1 A A 

193 


CA 


PHE 


31 


ATOM 


194 


C 


PHE 


31 


ATOM 


i a r 

195 


O 


PHE 


31 


ft ID AW 

ATOM 


1 ft t 
196 


CB 


PHE 


31 


ft fflAtf 

ATOM 


197 


CG 


PHE 


31 


ft ITlAlf 

ATOM 


1 A A 

198 


CD1 


PHE 


31 


ik m aw 

ATOM 


1 AA 

199 


CD2 


PHE 


31 


ATOM 


AAA 

200 


CE1 


PHE 


31 


% m a w 

ATOM 


A A 1 

201 


CE2 


PHE 


31 


ATOM 


202 


CZ 


PHE 


31 


ATOM 


203 


N 


PHE 


32 


ATOM 


204 


CA 


PHE 


32 


ATOM 


205 


C 


PHE 


32 


ATOM 


206 


O 


PHE 


32 


ATOM 


A A 1 

207 


CB 


PHE 


32 


ATOM 


AAA 

208 


CG 


PHE 


32 


ATOM 


*\ A A 

209 


CD1 


PHE 


32 


ATOM 


A 1 A 

210 


CD2 


PHE 


32 


ATOM 


A 1 1 

2ll 


CE1 


PHE 


32 


ATOM 


*\ 1 A 

212 


CE2 


PHE 


32 


ATOM 


213 


CZ 


PHE 


32 


ATOM 


214 


N 


SER 


33 


ATOM 


Air 

215 


CA 


SER 


33 


ATOM 


216 


C 


SER 


33 


ATOM 


217 


0 


SER 


33 


ATOM 


218 


CB 


SER 


33 


ATOM 


219 


OG 


SER 


33 


ATOM 


220 


N 


LEU 


34 


ATOM 


221 


CA 


LEO 


34 


ATOM 


222 


C 


LEU 


34 


ft mAw 

ATOM 


223 


0 


LEU 


34 


ATOM 


224 


CB 


LEU 


34 


ATOM 


225 CG 


LEU 


34 


ATOM 


226 CD1 LEO 


34 


ATOM 


227 


CD2 LEO 


34 


ATOM 


228 


N 


ALA 


35 


ATOM 


229 


CA 


ALA 


35 


ATOM 


230 


C 


ALA 


35 


ATOM 


231 


O 


ALA 


35 


ATOM 


232 


CB 


ALA 


35 


ATOM 


233 


N 


ASN 


36 


ATOM 


234 


CA 


ASN 


36 


ATOM 


235 


C 


ASN 


36 


ATOM 


236 


0 


ASN 


36 


ft niAit 

ATOM 


237 


CB 


ASN 


36 


ATOM 


238 


CG 


ASN 


36 


ft iriAir 

ATOM 


239 


OD1 ASN 


36 


ftRIAM 

ATOM 


240 


ND2 ASN 


36 


ft niAif 

ATOM 


241 


N 


GLU 


37 


ft fTlAW 

ATOM 


242 


CA 


GLU 


37 


* rnAit 

ATOM 


243 


C 


GLU 


37 


ATOM 


244 


0 


GLU 


37 


Tim ah 

ATOM 


245 


CB 


GLU 


37 


ATOM 

ill Vll 


246 


CG 


GLU 


j i 


ATOM 


247 


CD 


GLU 


37 


ATOM 


248 


0E1 


GLU 


37 


ATOM 


249 


0E2 


GLU 


37 


ATOM 


250 


N 


SER 


38 


ATOM 


251 


CA 


SER 


38 


ATOM 


252 C 


SER 


38 



-11.099 34.409 20.841 1.00 19.17 1DIK 279 
-10.608 35.498 21.155 1.00 18.52 1DIK 280 

-13.568 34.671 20.414 1.00 20.61 1DIK 281 

-14.540 35.324 21.362 1.00 24.76 1DIK 282 

-13.651 35.819 22.480 1.00 25.47 1DIK 283 

-10.438 33.533 20.093 1.00 20.80 1DIK 284 

-9.102 33.861 19.596 1.00 19.54 1DIK 285 

-9.077 35.195 18.814 1.00 20.93 1DIK 286 

-9.957 35.482 17.984 1.00 20.23 1DIK 287 

-8.552 32.723 18.692 1.00 17.50 1DIK 288 

-7.448 33.165 17.750 1.00 19.27 1DIK 289 

-6.119 33.222 18.181 1.00 21.10 1DIK 290 

-7.747 33.579 16.435 1.00 18.79 1DIK 291 

-5.105 33.692 17.318 1.00 21.44 1DIK 292 

-6.741 34.050 15.564 1.00 14.12 1DIK 293 

-5.426 34.108 16.005 1.00 17.15 1DIK 294 

-8.067 36.005 19.097 1.00 18.45 1DIK 295 

-7.844 37.244 18.368 1.00 20.59 1DIK 296 

-6.324 37.260 18.121 1.00 20.82 1DIK 297 

-5.536 36.921 19.002 1.00 23.47 1DIK 298 

-8.350 38.480 19.131 1.00 19.12 1DIK 299 

-7.872 38.573 20.560 1.00 23.83 1DIK 300 

-8.508 37.845 21.577 1.00 20.95 1DIK 301 

-6.806 39.406 20.896 1.00 19.92 1DIK 302 

-8.095 37.946 22.896 1.00 20.93 1DIK 303 

-6.382 39.517 22.219 1.00 22.76 1DIK 304 

-7.032 38.783 23.226 1.00 23.83 1DIK 305 

-5.914 37.623 16.915 1.00 20.87 1DIK 306 

-4.504 37.635 16.571 1.00 22.19 1DIK 307 

-3.672 38.690 17.284 1.00 23.15 1DIK 308 

-4.041 39.870 17.320 1.00 23.04 1DIK 309 

-4.329 37.796 15.060 1.00 22.81 1DIK 310 

-2.947 37.792 14.729 1.00 25.39 1DIK 311 

-2.544 38.263 17.846 1.00 23.77 1DIK 312 

-1.638 39.188 18.523 1.00 25.51 1DIK 313 

-0.492 39.605 17.606 1.00 26.78 1DIK 314 

0.501 40.148 18.084 l.OO 26.99 1DIK 315 

-1.063 38.572 19.796 1.00 23.17 1DIK 316 

-2.087 38.252 20.887 1.00 25.71 1DIK 317 

-1.395 37.465 21.984 1.00 23.09 1DIK 318 

-2.712 39.528 21.427 1.00 19.78 1DIK 319 

-0.639 39.365 16.301 1.00 27.00 1DIK 320 

0.390 39.711 15.319 1.00 31.06 1DIK 321 

0.835 41.166 15.428 1.00 35.74 1DIK 322 

2.025 41.455 15.344 1.00 39.04 1DIK 323 

-0.103 39.434 13.915 1.00 24.83 1DIK 324 

-0.118 42.075 15.623 1.00 39.86 1DIK 325 

0.181 43.506 15.737 1.00 41.12 1DIK 326 

0.815 43.897 17.057 1.00 40.64 1DIK 327 

Hi? 45.010 17.188 1.00 42.67 1DIK 328 

-1.084 44.349 15.538 1.00 43.24 1DIK 329 

-1.67 44.193 14.156 1.00 49.12 1DIK 330 

-0.945 44.021 13.172 1.00 50.49 1DIK 331 

-2.995 44.246 14.066 1.00 56.59 1DIK 332 

0.784 43.000 18.039 1.00 39.04 1DIK 333 

1.380 43.287 19.347 1.00 39.87 1DIK 334 

2.788 42.722 19.440 1.00 37.45 1DIK 335 

3.506 42.963 20.411 1.00 38.65 1DIK 336 

0.530 42.693 20.478 1.00 43.47 1DIK 337 

-0.796 43.401 20.721 1.00 47.80 1DIK 338 

-0.616 44.863 21.087 1.00 51.75 1DIK 339 

0.084 45.166 22.088 1.00 51.94 1DIK 340 

-1.183 45.710 20.357 1.00 55.20 1DIK 341 

3.174 41.961 18.425 1.00 35.62 1DIK 342 

4.482 41.340 18.389 1.00 34.02 1DIK 343 r-ir* O C 

5.565 42.357 17.986 1.00 34.45 1DIK 344 F G. 0-5 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et al. 
10/062,848 

MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM- 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



253 0 

254 CB 

255 OG 

256 N 

257 CA 
C 
0 



258 

259 . 

260 CB 

261 CGI 

262 CG2 

263 N 

264 CA 

265 C 

266 0 

267 CB 

268 CGI 

269 CG2 

270 CD1 

271 N 

272 CA 

273 C 

274 0 

275 CB 

276 OG 
227 N 

278 CA 

279 C 

280 0 

281 CB 

282 CG 

283 CD 

284 N 

285 CA 



286 
287 



288 CB 

289 CG 

290 CD 

291 0E1 

292 0E2 

293 N 

294 CA 

295 C 

296 0 

297 CB 

298 CGI 

299 CG2 

300 N 

301 CA 



302 
303 



304 CB 

305 CG 

306 CD 

307 H 

308 CA 



309 
310 



311 CB 

312 N 

313 CA 

314 C 

315 O 

316 N 

317 CA 

318 C 



SER 
SER 
SER 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
ILE 
ILE 
ILE 
ILE 
ILE 
ILE 
ILE 
ILE 
SER 
SER 
SER 
SER 
SER 
SER 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
GLU 
GLU 
GLO 
GLU 
GLO 
GLO 
GLU 
GLU 
GLU 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
VAL 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
PRO 
ALA 
ALA 
ALA 
ALA 
ALA 
GLY 
GLY 
GLY 
GLY 
CYS 
CYS 
CYS 



38 

38 

38 

39 

39 

39 

39 

39 

39 

39 

40 

40 

40 

40 

40 

40 

40 

40 

41 

41 

41 

41 

41 

41 

42 

42 

42 

42 

42 

42 

42 

43 

43 

43 

43 

43 

43 

43 

43 

43 

44 

44 

44 

44 

44 

44 

44 

45 

45 

45 

45 

45 

45 

45 

46 

46 

46 

46 

46 

47 

47 

47 

47 

48 

48 

48 



5.428 
4.454 
5.561 
6.632 
7.767 
8.539 
9.024 
8.690 
9.833 
7.884 
8.645 
9.323 
8.262 
7.195 
10.059 
11.147 
10.633 
11.771 
8.548 
7.594 
7.310 
8.234 
8.113 
7.148 
6.021 
5.577 
5.915 
5.950 
4.056 
3.852 
4.863 
6.160 
6.467 
7.765 
8.757 
6.516 
5.236 
5.488 
6.553 
4.624 
7.739 
8.900 
9.900 
9.570 
8.529 
9.757 
7.398 
11.131 
12.171 
12.492 
12.492 
13.382 
12.775 
11.645 
12.769 
13.127 
14.456 
15.326 
13.304 
14.613 
15.862 
15.863 
16.893 
14.720 
14.609 
13.549 



43.061 
40.163 
39.292 
42.420 
43.305 
42.760 
43.520 
43.356 
44.331 
43.774 
41.434 
40.766 
40.386 
39.885 
39.494 
39.900 
38.721 
38.777 
40.626 
40.302 
38.798 
37.990 
40.802 
40.555 
38.410 
37.009 
36.287 
35.062 
37.109 
38.432 
39.312 
37.047 
36.483 
35.703 
36.046 
37.586 
38.394 
39.889 
40.371 
40.581 
34.654 
33.806 
34.708 
35.289 
32.582 
31.698 
31.773 
34.837 
35.680 
35.362 
34.196 
35.431 
35.101 
34.183 
36.418 
36.292 
35.555 
35.906 
37.677 
34.533 
33.789 
32.579 
31.906 
32.300 
31.139 
30.237 



16.985 
17.404 
17.583 
18.782 
18.541 
17.327 
16.490 
19.801 
19.602 
21.018 
17.239 
16.127 
15.083 
15.440 
16.624 
17.631 
15.436 
18.437 
13.806 
12.737 
12.646 
12.552 
11.386 
10.379 
12.664 
12.592 
11.285 
11.241 
12.791 
13.454 
12.766 
10.226 
8.917 
8.835 
9.480 
7.867 
7.734 
7.891 
7.420 
8.487 
8.020 
7.785 
7.060 
6.031 
6.883 
6.657 
7.522 
7.590 
6.996 
5.558 
5.149 
7.893 
9.201 
8.806 
4.798 
3.396 
3.435 
4.229 
2.777 
2.600 
2.596 
3.520 
3.681 
4.141 
5.012 
4.434 



1.00 35.65 
1.00 33.07 
1.00 28.90 
1.00 33.51 
1.00 33.30 
1.00 33.54 
1.00 34.06 
1.00 37.39 
1.00 39.93 
1.00 38.16 
1.00 32.27 
1.00 29.21 
1.00 28.46 
1.00 26.34 
1.00 29.64 
1.00 30.03 
1.00 26.81 
1.00 26.07 
1.00 29.09 
1.00 30.76 
1.00 29.37 
1.00 28.10 
1.00 29.99 
1.00 32.70 
1.00 31.46 
1.00 30.99 
1.00 31.80 
1.00 34.31 
1.00 28.85 
1.00 32.81 
1.00 31.32 
1.00 34.83 
1.00 36.61 
1.00 35.76 
1.00 37.48 
1.00 45.46 
1.00 61.52 
1.00 71.53 
1.00 76.20 
1.00 75.49 
1.00 35,15 
1.00 34.87 
1.00 36.04 
1.00 37.59 
1.00 33.01 
1.00 28.63 
1.00 26.10 
1.00 38.73 
1.00 40.95 
1.00 44.42 
1.00 44.24 
1.00 39.65 
1.00 40.04 
1.00 40.88 
1.00 48.71 
1.00 50.25 
1.00 49.80 
1.00 49.90 
1.00 50.74 
1.00 47.13 
1.00 41.93 
1.Q0 39.94 
1.00 36.72 
1.00 36.56 
1.00 34.94 
1.00 34.24 



1DIK 345 
1DIK 346 
1DIK 347 
1DIK 348 
1DIK 349 
1DIK 350 
1DIK 351 
1DIK 352 
1DIK 353 
1DIK 354 
1DIK 355 
1DIK 356 
. 1DIK 357 
1DIK 358 
1DIK 359 
1DIK 360 
1DIK 361 
1DIK 362 
1DIK 363 
1DIK 364 
1DIK 365 
1DIK 366 
1DIK 367 
1DIK 368 
1DIK 369 
1DIK 370 
1DIK 371 
1DIK 372 
1DIK 373 
1DIK 374 
1DIK 375 
1DIK 376 
1DIK 377 
1DIK 378 
1DIK 379 
1DIK 380 
1DIK 381 
1DIK 382 
1DIK 383 
1DIK 384 
1DIK 385 
1DIK 386 
1DIK 387 
1DIK 388 
1DIK 389 
1DIK 390 
1DIK 391 
1DIK 392 
1DIK 393 
1DIK 394 
1DIK 395 
1DIK 396 
1DIK 397 
1DIK 398 
1DIK 399 
1DIK 400 
1DIK 401 
1DIK 402 
1DIK 403 
1DIK 404 
1DIK 405 
1DIK 406 
1DIK 407 
1DIK 408 

1DIK 409 r-i^N o O 

idik4io rib. o-b 



In re Application of: Dirk KOSTREWA, et a/. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


0 1 A 

319 


0 


CYS 


t A 

48 


12.669 


ATOM 


00 A 

320 


CB 


CYS 


48 


14.232 


* in am 

ATOM 


001 

321 


ft n 

SG 


CYS 


A A 

48 


15.506 


ATOM 


322 


N 


ARG 


i A 

49 


13.643 


ATOM 


00 0 

323 


CA 


ARG 


t A 

49 


1 A AAA 

12.707 


Kin ah 

ATOM 


00 A 

324 


C 


ARG 


A A 

49 


1 A 1A1 

12.307 


\ fTIAlf 

ATOM 


ooc 

325 


0 


ARG 


A A 

49 


13.181 


ATOM 


OOf! 

326 


CB 


ARG 
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In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 
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In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 
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ATOM 


A 0 1 

471 


0 


SER 


cn 

67 


a a A nn 

-23.477 


AA 1 AA 

23.102 


i r p ft i 

36.501 


1 Aft 4 A ft A 

l.OO 47.90 


X fTIAlf 

ATOM 


/OA 

472 


CB 


SER 


e n 

67 


A A ft OP 

-20.875 


Aft ft r 1 

20.861 


i r 1 a a 

36.172 


1 ft ft 4 P A 1 

1.00 45.81 


ATOM 


An i 

473 


OG 


SER 


rn 

67 


a a n r a 

-20.769 


A 1 A A P 

21.285 


a a r i r 

37.516 


1 A A r 1 in 

1.00 51.18 


\ fTIAlf 

ATOM 


4 0 J 

474 


N 


LYS 


r a 

68 


a i nn 

-21.727 


a "\ r a a 

23.630 


A P % A A 

35.178 


1 A A 4 A P P 

l.OO 43.55 


ATOM 


4 a r 

475 


CA 


LYS 


r a 

68 


a 1 f\f\r 

-21.896 


25.092 


35.312 


l.OO 39.40 


ATOM 


A HC 

476 


C 


LYS 


r ft 

68 


A A A A 1 

-23.201 


a p r a r 

25.626 


34.753 


1.00 37.75 


* fTIAlf 

ATOM 


Ann 
ill 


0 


LYS 


r ft 

68 


a a n r ft 

-23.760 


a r P A A 

26.578 


i r A A 1 

35.301 


1 A A A r A A 

l.OO 36.03 


A fTIAlf 

ATOM 


/ oo 

478 


CB 


LYS 


C A 

68 


A A API 

-20.753 


A P AAA 

25.837 


A 4 r 1 A 

34.638 


1 A A A A A P 

l.OO 38.35 


H fTIAlf 

ATOM 


/OA 

479 


CG 


LYS 


C tt 

68 


1 a nn 

-19.448 


A P AAA 

25.727 


1 P APT 

35.356 


1 A A A 1 A 

1.00 38.37 


urn Au 

ATOM 


A OA 

480 


CD 


LYS 


Ctt 

68 


1 A AO 1 

-19.273 


a r ft a ft 

26.838 


*\r a p 1 

36.351 


1 Aft 1 A 4 4 

1.00 39.44 


a mAif 

ATOM 


481 


CE 


LYS 


C 0 

68 


10 OA A 

-17.830 


A t ft / O 

26.847 


a r aii 

36.833 


1 ft ft 4 4 AP 

l.OO 44.75 


Tim ah 

ATOM 


A on 

482 


NZ 


LYS 


Ctt 

68 


10 Tl/ 

-17.376 


Aft AAA 

28.222 


AO 1 Aft 

37.198 


1 ft A PA PA 

1.00 52.53 


URIAH 

ATOM 


A 00 

483 


N 


GLY 


C A 

69 


oa enc 

-23.675 


A P ft A A 

25.022 


ii r r a 

33.664 


1 ft ft A P A A 

1.00 35.27 


a mAif 

ATOM 


4 0/ 

484 


CA 


GLY 


C A 

69 


A A AAA 

-24.928 


AP i A A 

25.439 


ia ft p ft 
33.058 


1 A A A A A A 

l.OO 38.22 


* fTIAlf 

ATOM 


/ Oc 

485 


C 


GLY 


C A 

69 


*\r AO A 

-26.073 


A P A P A 

25.358 


A I AP 1 

34.054 


1 A A 4 1 1 A 

l.OO 41.32 


H fTIAlf 

ATOM 


X Of? 

486 


0 


GLY 


C A 

69 


*\r nn 

-26.947 


A r AAA 

26.228 


A J ft P A 

34.057 


1.00 41.17 


n mAif 

ATOM 


Aon 

487 


N 


LYS 


a a 

70 


A f A P A 

-26.059 


A J A 1 A 

24.313 


34.891 


4 A A J A A A 

1.00 42.89 


* RlAlf 

ATOM 


J 0 0 

488 


CA 


LYS 


70 


A A AA 1 

-27.071 


A J AAA 

24.092 


35.934 


1 A A 4 4 A n 

l.OO 44.02 


Ik fTIAlf 

ATOM 


A OA 

489 


C 


LYS 


1 A 

70 


A A ft A P 

-27.075 


A P *\ 1 n 

25.317 


36.840 


4 A A J 4 A A 

l.OO 41.82 


> fTIAlf 

ATOM 


A AA 

490 


0 


LYS 


n a 

70 


Aft 11ft 

-28.110 


A P A P ft 

25.959 


A A AM 

37.043 


4 A A 4 A 4 A 

1.00 42.10 


n mAif 

ATOM 


A A1 

491 


CB 


LYS 


n a 

70 


*\t O 1 o 

-26.717 


A A ft ft A 

22.892 


1 / A 1 P 

36.835 


1 A A 4 A PI 

1.00 49.51 


ATOM 


492 


CG 


LYS 


n a 

70 


of r a j 

-26.624 


A 1 C 1 A 

21 .513 


a r i ap 

36.195 


1 A A PI A A 

1.00 53.72 


71 fTIAlf 

ATOM 


/AT 

493 


ID 


T VP 

LIS 


n a 

70 


AO AO/ 1 

-27.976 


Aft ft A A 

20.920 


A P a r A 

35.867 


1 A A P r 1 A 

1.00 56.10 


ATOM 


yi a / 

494 


CE 


LYS 


OA 

70 


oo o A A 

-27.822 


1 A / / / 

19.444 


ap p j ft 
35.549 


1 Aft p r At 

l.OO 56.46 


urn am 

ATOM 


A AC 

495 


NZ 


LYS 


OA 

70 


Aft ft P ft 

-28.950 


1ft ft 4 ft 

18.940 


If A 1 A 

34.717 


1 A A PA A A 

l.OO 58.23 


urn ah 

ATOM 


thC 

496 


N 


LYS 


n 1 

71 


AC A A 1 

-25.901 


a p r a p 

25.625 


A A Aft A 

37.382 


1 A A 14 A A 

1.00 34.23 


n mAif 

ATOM 


J 00 

497 


CA 


LYS 


0 1 

71 


A P A 1 P 

-25.735 


a r AP A 

26.752 


38.278 


1 A A 1 A A A 

1.00 32.70 


a mAif 

ATOM 


/AO 

498 


C 


LYS 


n i 

71 


a r 1 p o 

-26.157 


Aft ft A A 

28.070 


A A r A J 

37.644 


1 A A A A A A 

l.OO 32.77 


a mAif 

ATOM 


/ A A 

499 


0 


LYS 


A 1 

71 


a r ft 1 a 

-26.839 


A A ft r A 

28.867 


38.283 


4 A A At 1 A 

l.OO 34.19 


HfflAlf 

ATOM 


C AA 

500 


CB 


LYS 


n i 

71 


A 4 Aft / 

-24.294 


a r ft 1 j 

26.814 


A A A J A 

38.743 


1 A A A 4 1 A 

l.OO 34.32 


Tim aii 

ATOM 


C A1 

501 


CG 


LYS 


n 1 

71 


0 1 0/0 

-23.848 


A P P J ft 

25.549 


1 A t r r 

39.465 


1 A A 1 A 1 P 

l.OO 38.15 


Tim ah 

ATOM 


C Al 

502 


CD 


LYS 


0 1 

71 


oo ore 

-22.365 


a p r a r 

25.606 


A A A P ft 

39.758 


1 A A 4 A A A 

l.OO 42.92 


A10M 


cat 


CE 


LYS 


n i 

71 


A 1 A A / 

-21.904 


A / / C A 

24.450 


/A 

40.639 


1 ft A 4 A AP 

l.OO 47.95 


A1UM 


CA/I 


NZ 


LYS 


71 


A A /AO 

-20.408 


A A Ad 

24.463 


/ft O ft ft 

40.789 


1 Aft PA A r 

l.OO 52.26 


AlUn 


CAC 
jUj 


N 


TYR 


12 


AC Of / 

-25.764 


AO A A 0 

28.298 


1 r ifti 

36.393 


1 ftft ii r ft 

1.00 31.69 


AiUW 


CAC 
jUO 


CA 


TYR 


12 


At 1 AO 

-26.128 


AO c nc 

29.526 


Ac c nc 

35.676 


1 AA 11 A A 

1.00 31.22 


AiUM 


CAT 


C 


TYR 


TA 

12 


AO CA A 

-27.642 


AO CiC 

29.636 


1 r p ft A 

35.580 


1 A A A A C A 

1.00 32.50 


A1UM 


caq 


0 


TYR 


72 


AO ATA 

-28.232 


OA C C A 

30.663 


1 p ft 1 r 

35.916 


1 ftft 11 A A 

1.00 31.20 


Rrn AM 


CAO 

DOS 


CB 


TYR 


12 


AC CCA 

-25.550 


AA C A/ 

29.524 


1 / AC / 

34.254 


1 Aft A A A r 

1.00 28.26 


ATOM 


M ft 


CG 


TYR 


79 
Ii 


9A Ado" 


LJ i DoU 




1 AA O/l 1A 


ATOM 


511 


CD1 


TYR 


72 


-23.278 


30.037 


35.282 


1.00 21.92 


ATOM 


512 


CD2 


TYR 


72 


-23.383 


29.475 


32.951 


1.00 26.92 


ATOM 


513 


CE1 


TYR 


72 


-21.894 


30.186 


35.192 


1.00 21.95 


ATOM 


514 


CE2 


TYR 


72 


-21.999 


29.623 


32.850 


1.00 25.41 


ATOM 


515 


CZ 


TYR 


72 


-21.265 


29.977 


33.971 


1.00 26.50 


ATOM 


516 


OH 


TYR 


72 


-19.904 


30.124 


33.860 


1.00 31.12 



1DIK 543 
1DIK 544 
1DIK 545 
1DIK 546 
1DIK 547 
1DIK 548 
1DIK 549 
1DIK 550 
1DIK 551 
1DIK 552 
1DIK 553 
1DIK 554 
1DIK 555 
1DIK 556 
1DIK 557 
1DIK 558 
1DIK 559 
1DIK 560 
1DIK 561 
1DIK 562 
1DIK 563 
1DIK 564 
1DIK 565 
1DIK 566 
1DIK 567 
1DIK 568 
1DIK 569 
1DIK 570 
1DIK 571 
1DIK 572 
1DIK 573 
1DIK 574 
1DIK 575 
1DIK 576 
1DIK 577 
1DIK 578 
1DIK 579 
1DIK 580 
1DIK 581 
1DIK 582 
1DIK 583 
1DIK 584 
1DIK 585 
1DIK 586 
1DIK 587 
1DIK 588 
1DIK 589 
1DIK 590 
1DIK 591 
1DIK 592 
1DIK 593 
1DIK 594 
1DIK 595 
1DIK 596 
1DIK 597 
1DIK 598 
1DIK 599 
1DIR 600 
1DIK 601 
1DIK 602 
1DIK 603 
1DIK 604 
1DIK 605 
1DIK 606 

1DIK 607 r-i^ o n 

idik 608 rib. o-y 



In re Application of: Dirk KOSTREWA, et al. 
Parent Serial No.: 10/062,848 
For: 



MODIFIED PHYTASES 



ATOM 


517 N 


SER 


73 


ATOM 


518 CA 


SER 


73 


ATOM 


519 C 


SER 


73 


ATOM 


520 0 


SER 


73 


ATOM 


521 CB 


SER 


73 


ATOM 


522 OG 


SER 


73 


ATOM 


P A 1 ftf 

523 N 


ALA 


74 


ft fflAll 

ATOM 


524 CA 


ALA 


74 


am ah 

ATOM 


525 C 


ALA 


74 


ft mAii 

ATOM 


526 0 


ALA 


74 


ft m ah 

ATOM 


P A *7 nn 

527 CB 


ALA 


74 


ft fflAlf 

ATOM 


c a a \t 

528 N 


LEU 


75 


ft m ah 

ATOM 


P A A /-it 

529 CA 


LEU 


75 


ft fTIAlf 

ATOM 


530 C 


LEU 


75 


ATOM 


531 0 


LEU 


75 


ATOM 


532 CB 


LEU 


75 


ATOM 


533 CG 


LEU 


75 


ATOM 


534 CD1 


LEU 


75 


ATOM 


535 CD2 


LEU 


75 


ATOM 


536 N 


ILE 


76 


ftfT1Alf 

ATOM 


537 CA 


ILE 


76 


ATOM 


538 C 


ILE 


76 


ft m ah 

ATOM 


P A A A 

539 0 


ILE 


76 


ATOM 


540 CB 


ILE 


76 


ATOM 


P J 1 AMI 

541 CGI 


ILE 


76 


ATOM 


542 CG2 


ILE 


76 


ATOM 


543 CD1 


ILE 


76 


ATOM 


544 N 


GLU 


77 


ATOM 


545 CA 


GLU 


77 


ATOM 


546 C 


GLU 


77 


ATOM 


547 0 


GLU 


77 


ATOM 


548 CB 


GLU 


77 


ATOM 


549 CG 


GLU 


77 


ATOM 


550 CD 


GLU 


77 


ATOM 


551 0E1 


GLU 


77 


ft fTlAll 

ATOM 


552 0E2 GLU 


77 


ATOM 


553 H 


GLU 


78 


ATOM 


554 CA 


GLU 


78 


ATOM 


555 C 


GLU 


78 


ATOM 


556 0 


GLU 


78 


ATOM 


557 CB 


GLU 


78 


ATOM 


558 CG 


GLU 


78 


ATOM 


559 CD 


GLU 


78 


ft fflAlf 

ATOM 


560 0E1 


GLU 


78 


ATOM 


561 0E2 GLU 


78 


ft fflAlf 

ATOM 


562 N 


ILE 


79 


ATOM 


563 CA 


ILE 


79 


ATOM 


564 C 


ILE 


79 


ATOM 


565 0 


ILE 


79 


ATOM 


566 CB 


ILE 


79 


ATOM 


567 CGI 


ILE 


79 


ft fflAlf 

ATOM 


568 CG2 


ILE 


79 


ftfflAlf 

ATOM 


569 CD1 


ILE 


79 


» m All 

ATOM 


570 N 


GLN 


80 
80 


* m ah 

ATOM 


571 CA 


GLN 


urn Ail 

ATOM 


572 C 


GLN 


80 


ftfflAlf 

ATOM 


573 0 


GLN 


80 

A A 

80 


ft m aw 

ATOM 


574 CB 


GLN 


» m All 

ATOM 


575 CG 


GLN 


80 


nlUM 


576 CD 


GLN 


on 
oil 


ATOM 


577 0E1 


GLN 


80 


ATOM 


578 NE2 


GLN 


80 


ATOM 


579 N 


GLN 


81 


ATOM 


580 CA 


GLN 


81 


ATOM 


581 C 


GLN 


81 


ATOM 


582 0 


GLN 


81 



-28.262 

-29.705 

-30.430 

-31.337 

-30.100 

-31.450 

-30.027 

-30.627 

-30.544 

-31.544 

-29.929 

-29.352 

-29.130 

-30.043 

-30.553 

-27.669 

-27.340 

-27.680 

-25.871 

-30.253 

-31.107 

-32.581 

-33.287 

-30.897 

-29.543 

-32.051 

-29.180 

-33.050 

-34.440 

-34.630 

-35.655 

-34.800 

-34.891 

-35.578 

-35.736 

-35.960 

-33.631 

-33.667 

-33.758 

-34.518 

-32.445 

-32.538 

-31.261 

-30.551 

-30.977 

-32.989 

-33.059 

-34.446 

-35.034 

-32.003 

-30.606 

-32.341 

-29.481 

-34.965 

-36.276 

-37.399 

-38.450 

-36.549 

-35.828 

-35.983 

-36.303 

-35.753 

-37.186 

-38.205 

-38.099 

-39.089 



28.562 

28.498 

28.745 

29.576 

27.133 

27.151 

28.017 

28.143 

29.585 

30.156 

27.196 

30.169 

31.529 

32.526 

33.460 

31.929 

33.380 

33.616 

33.687 

32.334 

33.235 

33.100 

34.104 

33.040 

33.649 

33.665 

33.468 

31.876 

31.683 

32.291 

32.926 

30.209 

29.564 

28.203 

27.633 

27.702 

32.098 

32.631 

34.155 

34.733 

32.185 

32.616 

32.413 

31.404 

33.272 

34.810 

36.265 

36.672 

37.648 

36.829 

36.694 

38.300 

37.029 

35.918 

36.201 

36.074 

36.687 

35.290 

35.733 

34.751 

33.583 

35.220 

35.281 

35.105 

36.109 

36.717 



35.114 

34.965 

36.286 

36.367 

34.421 

34.001 

37.321 

38.645 

39.162 

39.607 

39.612 

39.094 

39.552 

38.855 

39.483 

39.343 

39.705 

41.182 

39.422 

37.559 

36.800 

37.187 

37.290 

35.271 

34.872 

34.467 

33.407 

37.409 

37.801 

39.166 

39.434 

37.861 

36.499 

36.531 

37.642 

35.443 

40.025 

41.378 

41.364 

42.134 

42.175 

43.621 

44.414 

44.174 

45.283 

40.501 

40.400 

39.897 

40.374 

39.418 

40.031 

39.057 

39.088 

38.934 

38.375 

39.392 

39.228 

37.186 

35.933 

34.792 

35.000 

33.577 

40.437 

41.468 

42.611 

43.004 



1.00 34.91 
1.00 37.19 
1.00 36.76 
1.00 39.80 
1.00 37.82 
1.00 48.85 
1.00 36.25 
1.00 32.75 
1.00 33.94 
1.00 37.43 
1.00 27.83 
1.00 31.82 
1.00 30.28 
1.00 32.18 
1.00 33.24 
1.00 27.09 
1.00 31.49 
1.00 32.22 
1.00 28.98 
1.00 34.42 
1.00 35.51 
1.00 38.20 
1.00 37.73 
1.00 35.44 
1.00 32.79 
1.00 30.04 
1.00 32.29 
1.00 41.02 
1.00 45.17 
1.00 45.15 
1.00 46.76 
1.00 51.95 
1.00 66.31 
1.00 74.99 
1.00 78.28 
1.00 79.43 
1.00 43.62 
1.00 41.02 
1.00 38.09 
1.00 37.93 
1.00 41.48 
1.00 49.04 
1.00 53.16 
1.00 56.49 
1.00 50.49 
1.00 36.46 
1.00 37.33 
1.00 41.12 
1.00 43.28 
1.00 36.22 
1.00 32.53 
1.00 30.60 
1.00 28.25 
1.00 41.53 
1.00 43.98 
1.00 48.10 
1.00 51.13 
1.00 40.14 
1.00 41.38 
1.00 42.01 
1.00 43.95 
1.00 40.77 
1.00 51.52 
1.00 54.70 
1.00 54.45 
1.00 57.66 



1DIK 609 

1DIK 610 

1DIK 611 

1DIK 612 

1DIK 613 

1DIK 614 

1DIK 615 

1DIK 616 

1DIK 617 

1DIK 618 

1DIK 619 

1DIK 620 

1DIK 621 

1DIK 622 

1DIK 623 

1DIK 624 

1DIK 625 

1DIK 626 

1DIK 627 

1DIK 628 

1DIK 629 

1DIK 630 

1DIK 631 

1DIK 632 

1DIK 633 

1DIK 634 

1DIK 635 

1DIK 636 

1DIK 637 

1DIK 638 

1DIK 639 

1DIK 640 

1DIK 641 

1DIK 642 

1DIK 643 

1DIK 644 
1DIK 645 
1DIK 646 
1DIK 647 
1DIK 648 
1DIK 649 
1DIK 650 
1DIK 651 
1DIK 652 
1DIK 653 
1DIK 654 
1DIK 655 
1DIK 656 
1DIK 657 
1DIK 658 
1DIK 659 
1DIK 660 
1DIK 661 
1DIK 662 
1DIK 663 
1DIK 664 
1DIK 665 
1DIK 666 
1DIK 667 
1DIK 668 
1DIK 669 
1DIK 670 
1DIK 671 
1DIK 672 

m FIG. 8-10 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



583 CB 

584 CG 

585 CD 

586 0E1 

587 NE2 

588 N 

589 CA 



GLN 81 

GLN 81 

GLN 81 

GLN 81 

GLN 81 

ASN 82 



590 
591 



592 CB 

593 CG 

594 0D1 

595 ND2 

596 N 

597 CA 



598 
599 



600 CB 

601 N 

602 CA 



603 
604 



605 CB 

606 OG1 

607 CG2 

608 N 

609 CA 



610 
611 



612 CB 

613 OG1 

614 CG2 

615 N 

616 CA 



ASN 
ASN 
ASN 
ASN 
ASN 
ASN 
ASN 
ALA 
ALA 
ALA 
ALA 
ALA 
THR 
THR 
THR 
THR 
THR 84 
THR 84 
THR 84 
THR 85 
THR 85 
THR 85 
THR 85 
THR 85 
THR 85 
THR 85 
PHE 86 



82 
82 
82 
82 
82 
82 
82 
83 
83 
83 
83 
83 
84 
84 



617 
618 



619 CB 

620 CG 

621 CD1 

622 CD2 

623 CE1 

624 CE2 

625 CZ 

626 N 

627 CA 



628 
629 



630 CB 

631 CG 

632 OD1 

633 OD2 

634 N 

635 CA 



636 
637 



638 N 

639 CA 

640 C 

641 0 

642 CB 

643 CG 

644 CD 

645 CE 

646 NZ 

647 N 

648 CA 



PHE 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
ASP 
GLY 
GLY 
GLY 
GLY 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
TYR 
TYR 



86 
86 
86 
86 
86 
86 
86 
86 
86 
86 
87 
87 
87 
87 
87 
87 
87 
87 



89 
89 
89 
89 
89 
89 
89 
89 
89 
90 
90 



-38.139 
-38.560 
-38.505 
-39.099 
-37.790 
-36.896 
-36.668 
-36.717 
-37.110 
-35.336 
-35.320 
-36.250 
-34.257 
-36.316 
-36.300 
-37.693 
-38.545 
-35.417 
-37.905 
-39.166 
-39.170 
-40.212 
-39.452 
-38.308 
-39.786 
-38.011 
-37.923 
-36.844 
-35.710 
-37.714 
-36.901 
-39.062 
-37.217 
-36.301 
-36.308 
-36.829 
-36.752 
-36.747 
-35.566 
-37.928 
-35.564 
-37.939 
-36.756 
-35.743 
-35.745 
-34.390 
-33.331 
-36.376 
-35.731 
-34.542 
-36.422 
-34.438 
-33.223 
-32.521 
-33.161 
-31.202 
-30.376 
-30.681 
-30.087 
-28.898 
-28.530 
-27.068 
-26.737 
-25.293 
-31.594 
-31.959 



33.699 
32.607 
31.233 
31.014 
30.300 
36.280 
37.179 
38.688 
39.445 
36.828 
35.418 
34.629 
35.092 
39.133 
40.566 
41.174 
.40.619 
40.846 
42.320 
43.048 
44.025 
44.256 
43.835 
44.638 
42.871 
44.595 
45.550 
45.254 
44.923 
46.973 
46.916 
47.627 
45.380 
45.143 
46.366 
46.298 
43.940 
42.633 
41.917 
42.103 
40.685 
40.873 
40.162 
47.484 
48.672 
49.050 
48.696 
49.882 
50.181 
50.581 
50.017 
49.775 
50.193 
49.004 
48.140 
48.957 
47.885 
46.482 
45.504 
48.222 
48.500 
48.905 
49.253 
49.611 
46.382 
45.095 



42.050 
41.093 
41.746 
42.809 
41.116 
43.138 
44.263 
44.013 
44.905 
44.944 
45.520 
45.312 
46.246 
42.823 
42.518 
42.326 
41.617 
41.296 
42.974 
42.904 
41.730 
41.116 
44.223 
44.574 
45.375 
41.410 
40.309 
39.271 
39.608 
40.844 
42.027 
41.167 
38.003 
36.895 
35.988 
34.880 
36.055 
36.787 
36.952 
37.294 
37.614 
37.957 
38.117 
36.432 
35.576 
34.977 
35.503 
36.294 
37.634 
37.654 
38.670 
33.864 
33.195 
32.565 
31.950 
32.734 
32.188 
32.744 
32.301 
32.390 
33.828 
33.973 
35.426 
35.610 
33.705 
34.277 



1.00 58.18 
1.00 70.29 
1.00 78.03 
1.00 80.87 
1.00 80.03 
1.00 52.58 
1.00 52.84 
1.00 53.31 
1.00 53.72 
1.00 51.31 
1.00 50.40 
1.00 46.50 
1.00 48.14 
1.00 55.26 
1.00 54.90 
1.00 56.32 
1.00 52.96 
1.00 51.72 
1.00 58.60 
1.00 59.70 
1.00 60.59 
1.00 63.43 
1.00 61.01 
1.00 61.94 
1.00 57.54 
1.00 60.26 
1.00 61.94 
1.00 60.00 
1.00 58.14 
1.00 64.54 
1.00 68.74 
1.00 64.69 
1.00 59.68 
1.00 59.09 
1.00 58.32 
1.00 58.58 
1.00 59.17 
1.00 60.12 
1.00 60.09 
1.00 58.71 
1.00 62.46 
1.00 59.49 
1.00 59.88 
1.00 59.28 
1.00 61.03 
1.00 58.67 
1.00 56.33 
1.00 67.39 
1.00 74.12 
1.00 77.08 
1.00 76.76 
1.00 56.11 
1.00 52.64 
1.00 50.66 
1.00 48.22 
1.00 47.80 
1.00 45.18 
1.00 44.09 
1.00 46.90 
1.00 42.58 
1.00 47.71 
1.00 54.98 
1.00 56.55 
1.00 61.03 
1.00 38.46 
1.00 35.36 



1DIK 675 

1DIK 676 

1DIK 677 

1DIK 678 

1DIK 679 

1DIK 680 

1DIK 681 

1DIK 682 

1DIK 683 

1DIK 684 

1DIK 685 

1DIK 686 

1DIK 687 

1DIK 688 

1DIK 689 

1DIK 690 

1DIK 691 

1DIK 692 

1DIK 693 

1DIK 694 

1DIK 695 

1DIK 696 

1DIK 697 

1DIK 698 

1DIK 699 
1DIK 700 
1DIK 701 
1DIK 702 
1DIK 703 
1DIK 704 
1DIK 705 
1DIK 706 
1DIK 707 
1DIK 708 
1DIK 709 
1DIK 710 
1DIK 711 
1DIK 712 
1DIK 713 
1DIK 714 
1DIK 715 
1DIK 716 
1DIK 717 
1DIK 718 
1DIK719 
1DIK 720 
1DIK 721 
1DIK 722 
1DIK 723 
1DIK 724 
1DIK 725 
1DIK 726 
1DIK 727 
1DIK 728 
1DIK 729 
1DIK 730 
1DIK 731 
1DIK 732 
1DIK 733 
1DIK 734 
1DIK 735 
1DIK 736 
1DIK 737 
1DIK 738 

1DIK 739 r-i^ q a a 
1DIK 740 F G. 8-11 



In re Application of: Dirk KOSTREWA, et a/. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



A RIAH 

ATOM 


C A A A 

649 C 


TYR 


ft ft 

90 


ATOM 


C C A A 

650 0 


TYR 


90 


ATOM 


r r i /in 

651 CB 


TYR 


a ft 
90 


ATOM 


t c ft r\fy 

652 CG 


TYR 


ft /\ 
90 


\ m ah 

ATOM 


653 CDJ 


TYR 


ft A 
90 


* riaii 

ATOM 


rrt at\1 

654 CD2 


TYR 


90 


\ riaii 

ATOM 


655 CEl 


TYR 


ft A 
90 


* fTlAlf 

ATOM 


err nn' 

656, CE2 


TYR 


90 


hri ah 

ATOM 


657 CZ 


TYR 


ft /\ 
90 


i mAM 

ATOM 


c r O Art 

658 OH 


TYR 


A ft 

90 


ATOM 


659 N 


ir l 

ALA 


91 


URIAH 

ATOM 


t C A AH 

660 CA 


ALA 


91 


ATOM 


C C 1 A 

661 C 


ALA 


ft 1 
91 


n riah 

ATOM 


C t 0 A 

662 0 


ALA 


91 


urn Ait 

ATOM 


663 CB 


ALA 


91 


URIAH 

ATOM 


664 N 


PHE 


92 


URIAH 

ATOM 


665 CA 


PHE 


92 


URIAH 

ATOM 


666 C 


PHE 


92 


* riaii 

ATOM 


667 0 


PHE 


92 


ATOM 


668 CB 


PHE 


92 


ATOM 


669 CG 


PHE 


92 


URIAH 

ATOM 


670 CD1 PBE 


92 


JIRIAU 

ATOM 


671 CD2 


PHE 


ft 1 
92 


URIAH 

ATOM 


672 CEl 


PHE 


ft ft 
92 


URIAH 

ATOM 


673 CE2 


PHE 


ft ft 
92 


URIAH 

ATOM 


674 CZ 


PHE 


A ft 

92 


URIAH 

ATOM 


675 N 


LEU 


93 


URIAH 

ATOM 


676 CA 


LEU 


93 


URIAH 

ATOM 


677 C 


LEU 


93 


URIAH 

ATOM 


678 0 


LEU 


93 


URIAH 

ATOM 


679 CB 


LEU 


93 


URIAH 

ATOM 


680 CG 


LEU 


93 


URIAH 

ATOM 


681 CD1 


LEU 


A ft 

93 


URIAH 

ATOM 


682 CD2 


LEU 


A ft 

93 


TLR1 AH 

ATOM 


683 N 


LYS 


ft j 
94 


URIAH 

ATOM 


684 CA 


LYS 


ft A 

94 


AfTI AH 

ATOM 


685 C 


LYS 


94 


URIAH 

ATOM 


686 0 


LYS 


94 


URIAH 

ATOM 


687 CB 


LYS 


94 


H RIAH 

ATOM 


688 CG 


LYS 


94 


URIAH 

ATOM 


689 CD 


LYS 


A J 

94 


H RIAH 

ATOM 


690 CE 


LYS 


94 


URIAH 

ATOM 


691 NZ 


LYS 


94 


* RIAH 

ATOM 


692 N 


THR 


95 


* RIAH 

ATOM 


693 CA 


THR 


95 


URIAH 

ATOM 


694 C 


THR 


95 


A RIAH 

ATOM 


695 0 


THR 


95 


URIAH 

ATOM 


696 CB 


THR 


ft r 

95 


A RIAH 

ATOM 


697 0G1 THR 


ft r 

95 


URIAH 

ATOM 


698 CG2 TBR 


a r 

95 


URIAH 

ATOM 


699 N 


TYR 


a r 

96 


URIAH 

ATOM 


700 CA 


TYR 


96 


Ti RIAH 

ATOM 


701 C 


TYR 


96 


TilTl AH 

ATOM 


702 0 


TYR 


96 


URIAH 

ATOM 


703 CB 


TYR 


a r 

96 


am am 
ATOM 


704 CG 


TYR 


a r 

96 


AiUM 


705 CD1 TYR 


96 


AT AM 

A1UM 


706 CD2 


TYR 


A t 

96 


AIUM 


707 CEl TYR 


A£ 

96 


ATOM 


708 CE2 


TYR 




ATOM 


709 CZ 


TYR 


96 


ATOM 


710 OH 


TYR 


96 


ATOM 


711 N 


ASN 


97 


ATOM 


712 CA 


ASN 


97 


ATOM 


713 C 


ASN 


97 


ATOM 


714 0 


ASN 


97 



-33.269 

-33.709 

-32.122 

-30.873 

-29.901 

-30.668 

-28.754 

-29.528 

-28.574 

-27.446 

-33.891 

-35.168 

-35.159 

-36.105 

-35.632 

-34.097 

-34.010 

-34.164 

-34.726 

-32.677 

-31.499 

-30.861 

-31.018 

-29.760 

-29.917 

-29.284 

-33.657 

-33.707 

-35.097 

-35.271 

-32.981 

-31.479 

-30.805 

-31.258 

-36.085 

-37.445 

-37.938 

-38.651 

-38.380 

-39.736 

-40.436 

-41.818 

-42.493 

-37.549 

-37.991 

-36.902 

-37.177 

-38.962 

-38.366 

-40.272 

-35.676 

-34.582 

-34.863 

-35.227 

-33.236 

-32.071 

-31.362 

-31.683 

-30.290 

-30.620 

-29.929 

-28.882 

-34.694 

-34.937 

-33.617 

-33.097 



44.568 

43.469 

45.220 

45.633 

44.693 

46.959 

45.066 

47.351 

46.400 

46.792 

45.351 

44.978 

43.631 

42.858 

46.069 

43.340 

42.069 

40.849 

39.836 

41.972 

41.624 

42.606 

40.314 

42.297 

39.991 

40.988 

40.961 

39.877 

39.376 

38.199 

40.284 

39.991 

40.641 

38.480 

40.257 

39.874 

38.709 

37.831 

41.087 

40.899 

42.236 

42.031 

43.320 

38.687 

37.622 

36.850 

36.258 

38.168 

39.295 

38.574 

36.855 

36.119 

34.613 

34.107 

36.456 

35.699 

36.208 

34.465 

35.499 

33.747 

34.269 

33.557 

33.903 

32.471 

31.744 

31.838 



33.699 

34.042 

35.781 

36.506 

36.851 

36.866 

37.539 

37.553 

37.887 

38.565 

32.820 

32.218 

31.510 

31.641 

31.262 

30.763 

30.036 

30.938 

30.526 

29.287 

30.163 

30.919 

30.215 

31.713 

31.006 

31.759 

32.164 

33.143 

33.504 

33.839 

34.428 

34.430 

35.632 

34.419 

33.437 

33.780 

32.915 

33.402 

33.663 

34.322 

34.556 

35.189 

35.533 

31.643 

30.748 

30.009 

28.960 

29.700 

29.039 

30.357 

30.531 

29.894 

29.997 

31.060 

30.550 

29.957 

28.866 

30.474 

28.302 

29.923 

28.839 

28.303 

28.888 

28.859 

28.554 

27.436 



1.00 38.19 
1.00 36.65 
1.00 32.46 
1.00 31.81 
1.00 32.85 
1.00 32.53 
1.00 29.82 
1.00 32.39 
1.00 34.71 
1.00 31.33 
1.00 41.63 
1.00 40.63 
1.00 40.55 
1.00 41.26 
1.00 40.02 
1.00 41.42 
1.00 39.95 
1.00 38.42 
1.00 36.46 
1.00 38.12 
1.00 36.18 
1.00 32.76 
1.00 34.57 
1.00 34.09 
1.00 33.52 
1.00 34.32 
1.00 39.65 
1.00 42.68 
1.00 46.01 
1.00 46.08 
1.00 39.70 
1.00 38.98 
1.00 37.62 
1.00 35.20 
1.00 50.11 
1.00 54.55 
1.00 54.53 
1.00 56.72 
1.00 59.55 
1.00 66.52 
1.00 71.87 
1.00 75.09 
1.00 75.30 
1.00 52.52 
1.00 50.56 
1.00 49.46 
1.00 48.63 
1.00 52.17 
1.00 48.18 
1.00 54.41 
1.00 47.27 
1.00 44.27 
1.00 44.70 
1.00 43.58 
1.00 37.81 
1.00 34.72 
1.00 38.16 
1.00 35.36 
1.00 37.21 
1.00 37.79 
1.00 39.34 
1.00 37.35 
1.00 43.16 
1.00 45.14 
1.00 45.53 
1.00 46.50 



1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 



741 
742 
743 
744 
745 
746 
747 
748 
749 
750 
751 
752 
753 
754 
755 
756 
757 
758 
759 
760 
761 
762 
763 
764 
765 
766 
767 
768 
769 
770 
771 
772 
773 
774 
775 
776 
777 
778 
779 
780 
781 
782 
783 
784 
785 
786 
787 
788 
789 
790 
791 
792 
793 
794 
795 
796 
797 
798 
799 



801 
802 
803 
804 

IS FIG. 8-12 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



715 CB 

716 CG 

717 0D1 

718 ND2 

719 N 

720 CA 

721 C 

722 0 

723 CB 

724 CG 

725 CD1 

726 CD2 

727 CE1 

728 CE2 

729 CZ 

730 OH 

731 N 

732 CA 



ASN 97 

ASN 97 

ASN 97 

ASN 97 

TYR 98 

TYR 98 

TYR 98 

TYR 98 

TYR 98 

TYR 98 

TYR 98 

TYR 98 

TYR 98 



733 
734 



735 CB 

736 OG 

737 N 

738 CA 

739 C 

740 0 

741 CB 

742 CG 

743 CD1 

744 CD2 

745 N 

746 CA 

747 C 

748 0 

749 N 

750 CA 

751 C 

752 0 

753 CB 

754 N 

755 CA 

756 C 

757 0 

758 CB 

759 CG 

760 0D1 

761 0D2 

762 N 

763 CA 

764 C 

765 0 

766 CB 

767 CG 

768 0D1 

769 0D2 

770 N 

771 CA 

772 C 

773 0 

774 CB 

775 CG 

776 CD1 

777 CD2 

778 N 

779 CA 

780 C 



TYR 
TYR 
TYR 
SER 
SER 
SER 
SER 
SER 
SER 



98 
98 
98 
99 
99 
99 
99 
99 
99 



LEU 100 
LEU 100 
LEU 100 
LEU 100 
LEU 100 
LEU 100 

LEU 100 

LEU 100 

GLY 101 

GLY 101 

GLY 101 

GLY 101 

ALA 102 

ALA 102 

ALA 102 

ALA 102 

ALA 102 

ASP 103 

ASP 103 

ASP 103 

ASP 103 

ASP 103 

ASP 103 

ASP 103 

ASP 103 

ASP 104 

ASP 104 

ASP 104 

ASP 104 

ASP 104 

ASP 104 

ASP 104 

ASP 104 

LEO 105 

LEU 105 

LEU 105 

LEU 105 

LEU 105 

LEU 105 

LEU 105 

LEU 105 

THR 106 

THR 106 

THR 106 



-35.988 
-36.536 
-36.630 
-36.905 
-33.079 
-31.814 
-31.937 
-32.589 
-31.357 
-29.955 
-29.720 
-28.857 
-28.421 
-27.564 
-27.351 
-26.071 
-31.304 
-31.395 
-30.043 
-29.972 
-32.340 
-31.869 
-28.970 
-27.647 
-27.555 
-28.181 
-26.548 
-26.381 
-25.272 
-26.063 
-26.789 
-26.585 
-25.572 
-25.410 
-24.875 
-23.892 
-22.745 
-22.943 
-24.556 
-21.553 
-20.329 
-19.817 
-18.603 
-20.425 
-20.685 
-19.906 
-21.677 
-20.723 
-20.356 
-19.720 
-19.830 
-21.581 
-22.117 
-21.308 
-23.358 
-19.053 
-18.432 
-19.642 
-20.626 
-17.668 
-16.474 
-15.518 
-15.790 
-19.599 
-20.714 
-20.462 



32.167 
30.758 
30.191 
30.179 
31.035 
30.308 
29.149 
28.156 
29.772 
29.201 
27.862 
30.004 
27.343 
29.496 
28.167 
27.673 
29.267 
28.211 
27.782 
27.293 
28.645 
29.828 
27.964 
27.561 
26.038 
25.425 
28.175 
29.694 
30.149 
30.090 
25.437 
23.999 
23.673 
24.443 
22.547 
22.208 
21.409 
20.675 
21.423 
21.578 
20.868 
20.909 
20.919 
19.391 
19.213 
19.738 
18.540 
20.924 
20.891 
22.127 
23.226 
20.573 
19.176 
18.243 
19.019 
21.915 
22.973 
23.744 
23.116 
22.327 
23.040 
23.368 
22.162 
25.075 
25.848 
26.060 



27.788 
27.895 
28.991 
26.755 
29.550 
29.413 
28.430 
28.719 
30.775 
30.763 
30.440 
31.067 
30.421 
31.053 
30.731 
30.742 
27.272 
26.277 
25.699 
24.572 
25.148 
24.518 
26.464 
25.999 
26.067 
26.932 
26.878 
26.799 
27.725 
25.375 
25.153 
25.169 
26.270 
27.227 
26.163 
27.180 
26.581 
25.622 
28.318 
27.148 
26.756 
25.318 
25.093 
27.175 
28.665 
29.490 
29.013 
24.351 
22.954 
22.382 
22.925 
22.096 
22.321 
22.545 
22.268 
21.257 
20.491 
19.933 
19.531 
19.334 
18.736 
19.855 
17.716 
19.917 
19.358 
17.858 



1.00 50.43 
1.00 58.07 
1.00 62.08 
1.00 59.47 
1.00 42.20 
1.00 39.67 
1.00 39.43 
1.00 42.93 
1.00 35.56 
1.00 34.67 
1.00 33.36 
1.00 30.84 
1.00 33.02 
1.00 31.68 
1.00 32.17 
1.00 31.22 
1.00 41.23 
1.00 42.13 
1.00 41.05 
1.00 39.39 
1.00 43.93 
1.00 44.91 
1.00 38.89 
1.00 36.71 
1.00 35.82 
1.00 37.24 
1.00 33.03 
1.00 33.85 
1.00 30.27 
1.00 33.01 
1.00 34.71 
1.00 29.13 
1.00 31.41 
1.00 28.98 
1.00 30.11 
1.00 29.75 
1.00 29.60 
1.00 32.26 
1.00 26.45 
1.00 29.83 
1.00 31.04 
1.00 29.41 
1.00 26.94 
1.00 32.82 
1.00 37.87 
1.00 39.37 
1.00 39.81 
1.00 28.43 
1.00 29.73 
1.00 30.60 
1.00 32.58 
1.00 37.28 
1.00 43.64 
1.00 45.93 
1.00 49.65 
1.00 27.70 
1.00 27.87 
1.00 29.06 
1.00 27.73 
1.00 27.40 
1.00 27.83 
1.00 33.80 
1.00 27.39 
1.00 28.75 
1.00 28.71 
1.00 31.52 



1DIK 807 

1DIK 808 

1DIK 809 

1DIK 810 

1DIK 811 

1DIK 812 

1DIK 813 

1DIK 814 

1DIK 815 

1DIK 816 

1DIK 817 

1DIK 818 

1DIK 819 

1DIK 820 

1DIK 821 

1DIK 822 

1DIK 823 

1DIK 824 

1DIK 825 

1DIK 826 

1DIK 827 

1DIK 828 

1DIK 829 

1DIK 830 

1DIK 831 
1DIK 832 
1DIK 833 
1DIK 834 
1DIK 835 
1DIK 836 
1DIK 837 
1DIK 838 
1DIK 839 
1DIK 840 
1DIK 841 
1DIK 842 
1DIK 843 
1DIK 844 
1DIR 845 
1DIK 846 
1DIK 847 
1DIK 848 
1DIK 849 
1DIK 850 
1DIK 851 
1DIK 852 . 
1DIK 853 
1DIK 854 
1DIK 855 
1DIK 856 
1DIK 857 
1DIK 858 
1DIK 859 
1DIK 860 
1DIK 861 
1DIK 862 
1DIK 863 
1DIK 864 
1DIK 865 
1DIK 866 
1DIK 867 
1DIK 868 
1DIK 869 
1DIK 870 

IK FIG. 8-13 



In re Application of: Dirk KOSTREWA, er a/. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



781 0 

782 CB 

783 0G1 

784 CG2 

785 N 

786 CA 

787 C 

788 0 

789 CB 

790 CG 

791 CD 

792 N 

793 CA 

794 C 

795 0 

796 CB 

797 CG 

798 CD1 

799 CD2 

800 CE1 

801 CE2 

802 CZ 

803 N 

804 CA 



805 
806 



807 N 

808 CA 

809 C 

810 O 

811 CB 

812 CG 

813 CD 

814 OE1 

815 OE2 

816 N 

817 CA 

818 C 

819 0 

820 CB 

821 CG 

822 CD 

823 OE1 

824 NE2 

825 N 

826 CA 

827 C 

828 O. 

829 CB 

830 CG 

831 CD 

832 OE1 

833 OE2 

834 N 

835 CA 

836 C 

837 0 

838 CB 

839 CG 

840 CD1 

841 CD2 

842 N 

843 CA 

844 C 

845 0 

846 CB 



THR 106 
THR 106 
THR 106 
THR 106 
PRO 107 
PRO 107 
PRO 107 
PRO 107 
PRO 107 
PRO 107 
PRO 107 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
PHE 108 
GLY 109 
GLY 109 
GLY 109 

GLY 109 

GLU 110 

GLO 110 

GLU 110 

GLU 110 

GLU 110 

GLU 110 

GLU 110 

GLU 110 

GLU 110 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLN 111 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

GLU 112 

LEU 113 

LEU 113 

LEU 113 

LEU 113 

LEU 113 

LEU 113 

LEU 113 

LEU 113 

VAL 114 

VAL 114 

VAL 114 

VAL 114 

VAL 114 



-19.338 
-20.849 
-19.691 
-21.034 
-21.503 
-21.312 
-20.169 
-19.381 
-22.679 
-23.610 
-22.910 
-20.082 
-19.015 
-17.644 
-16.657 
-19.226 
-18.063 
-17.819 
-17.196 
-16.726 
-16.101 
-15.868 
-17.597 
-16.383 
-15.917 
-14.713 
-16.869 
-16.565 
-15.908 
-14.895 
-17.843 
-18.563 
-19.803 
-20.346 
-20.237 
-16.489 
-15.963 
-14.541 
-13.679 
-16.868 
-16.527 
-16.503 
-17.440 
-15.432 
-14.292 
-12.960 
-11.875 
-10.777 
-12.923 
-13.535 
-13.276 
-13.712 
-12.636 
-12.177 
-11.213 
-11.023 
-9.907 
-11.592 
-11.016 
-9.550 ■ 
-11.190 
-12.104 
-12.020 
-11.039 
-10.108 
-13.411 



25.863 

27.256 

28.044 

27.164 

26.448 

26.680 

27.693 

27.531 

27.203 

26.495 

26.662 

28.727 

29.729 

29.059 

29.356 

30.837 

31.794 

32.743 

31.737 

33.617 

32.609 

33.546 

28.164 

27.428 

26.535 

26.384 

25.941 

25.108 

25.975 

25.590 

24.513 

23.605 

22.983 

23.513 

21.955 

27.153 

28.094 

28.523 

28.651 

29.321 

30.222 

29.455 

28.718 

29.620 

28.743 

29.137 

28.135 

28.537 

29.262 

30.522 

30.607 

29.691 

31.576 

26.841 

25.803 

25.666 

25.411 

24.471 

24.283 

23.910 

25.552 

25.840 

25.801 

26.916 

26.692 

26.071 



17.369 
20.001 
19.698 
21.496 
17.098 
15.658 
15.406 
14.464 
15.218 
16.163 
17.481 
16.245 
16.151 
16.383 
15.670 
17.195 
17.312 
16.325 
18.410 
16.430 
18.521 
17.531 
17.380 
17.704 
16.562 
16.338 
15.842 
14.687 
13.623 
13.019 
14.123 
15.104 
14.520 
13.524 
15.063 
13.402 
12.427 
12.791 
11.908 
12.319 
11.144 
9.825 
9.511 
9.051 
14.084 
14.550 
14.133 
13.705 
16.075 
16.669 
18.157 
18.878 
18.611 
14.262 
13.908 
12.398 
11.929 
14.559 
15.966 
15.842 
16.819 
11.641 
10.183 
9.779 
9.003 
9.526 



1.00 32.15 
1.00 29.41 
1.00 28.94 
1.00 27.82 
1.00 30.71 
1.00 28.88 
1.00 27.50 
1.00 30.80 
1.00 25.78 
1.00 27.66 
1.00 28.45 
1.00 23.11 
1.00 22.62 
1.00 25.28 
1.00 25.00 
1.00 20.26 
1.00 25.13 
1.00 24.81 
1.00 28.22 
1.00 26.50 
1.00 25.64 
1.00 22.77 
1.00 21.53 
1.00 21.31 
1.00 22.06 
1.00 22.23 
1.00 20.87 
1.00 18.70 
l.OO 19.56 
1.00 20.43 
1.00 19.80 
1.00 22.70 
1.00 23.25 
1.00 27.96 
1.00 26.17 
1.00 18.95 
1.00 20.74 
1.00 21.64 
1.00 21.26 
1.00 26.01 
1.00 32.20 
1.00 37.67 
1.00 42.78 
1.00 34.61 
1.00 20.80 
1.00 19.26 
1.00 19.50 
1.00 14.92 
1.00 19.60 
1.00 19.22 
1.00 19.02 
1.00 19.03 
1.00 19.54 
1.00 15.87 
1.00 18.95 
1.00 19.66 
1.00 19.09 
1.00 19.94 
1.00 19.61 
1.00 17.82 
1.00 15.58 
1.00 20.06 
1.00 18.34 
1.00 19.73 
1.00 20.73 
1.00 21.09 



1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 

' 1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 
1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 

1DIK 



873 
874 
875 
876 
877 
878 
879 
880 
881 
882 
883 
884 
885 
886 
887 



889 
890 
891 
892 
893 
894 
895 
896 
897 
898 
899 
900 
901 
902 
903 
904 
905 
906 
907 
908 
909 
910 
911 
912 
913 
914 
915 
916 
917 
918 
919 
920 
921 
922 
923 
924 
925 
926 
927 
928 
929 
930 
931 
932 
933 
934 
935 
936 

jIIFIG. 8-14 



In re Application of: Dirk KOSTREWA', et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


6 a n 

847 


CGI VAL 


114 


1 *\ A j r 

-13.246 


26.333 


Tk fTIAlf 

ATOM 


flirt 

848 


CG2 


VAL 


114 


-14.361 


24.877 


% hiam 

ATOM 


849 


N 


ASN 


iip 
115 


-11.245 


28.115 


ATOM 


OCA 

850 


CA 


ASN 


1 1 r 

115 


1 A A 1 1 

-10.371 


29.255 


ariah 

ATOM 


OC 1 

851 


C 


ASN 


1 1 p 
115 


-8.909 


28.985 


A RIAlf 

ATOM 


oc 1 

852 


0 


ASN 


1 1 p 
115 


-7.993 


29.371 


ariah 

ATOM 


API 

853 


CB 


ASN 


115 


-10.844 


30.494 


ATOM 


854 


CG 


ASN 


1 1 p 
115 


-12.094 


31.109 


ariam 

ATOM 


oc c 

855 


0D1 ASN 


1 1 p 
115 


-12.671 


30.593 


ATOM 


Apr 

856 


ND2 ASN 


115 


-12.516 


32.227 


ATOM 


OC "1 

857 


N 


SER 


116 


-8.699 


28.327 


tariah 

ATOM 


o r o 

858 


CA 


SER 


116 


-7.358 


27.966 


A RIAlf 

ATOM 


OF ft 

859 


C 


SER 


116 


-6.696 


26.987 


ariah 

ATOM 


860 


0 


SER 


116 


-5.489 


27.078 


Tk RIAlf 

ATOM 


861 


CB 


SER 


116 


-7.465 


27.330 


ariam 

ATOM 


862 


OG 


SER 


116 


-6.199 


27.086 


*fn AM 

ATOM 


863 


N 


GLY 


1 i n 

117 


-7.484 


26.059 


URIAH 

ATOM 


864 


CA 


GLY 


117 


-6.963 


25.112 


ariah 

ATOM 


865 


C 


GLY 


iii 
117 


-6.507 


25.807 


Tk RIAlf 

ATOM 


866 


0 


GLY 


117 


-5.468 


25.455 


A fTIAlf 

ATOM 


867 N 


ILE 


118 


-7.294 


26.784 


ik mAif 

ATOM 


868 


CA 


ILE 


118 


-6.998 


27.585 


ATOM 


869 


C 


ILE 


118 


-5.690 


28.347 


ATOM 


870 


0 


ILE 


118 


-4.831 


28.365 


ik riam 

ATOM 


871 


CB 


ILE 


118 


-8.105 


28.640 


Ik fTIAlf 

ATOM 


872 


CGI 


ILE 


118 


-9.392 


27.959 


URIAH 

ATOM 


873 


CG2 


ILE 


118 


-7.627 


29.688 


71 RIAM 

ATOM 


874 


CD1 


ILE 


118 


-10.549 


28.901 


7k RIAlf 

ATOM 


875 


N 


LYS 


1 1 A 

119 


-5.555 


28.979 


URIAH 

ATOM 


876 


CA 


LYS 


1 1 A 

119 


-4.381 


29.775 


Tk RIAlf 

ATOM 


877 


C 


LYS 


119 


-3.095 


28.955 


Ik RIAlf 

ATOM 


878 


0 


LYS 


119 


-2.034 


29.404 


71 RIAlf 

ATOM 


879 


CB 


LYS 


119 


-4.636 


30.574 


ATOM 


880 


CG 


LYS 


119 


-3.536 


31.557 


ATOM 


881 


CD 


LYS 


119 


-4.020 


32.690 


ATOM 


882 


CE 


LYS 


119 


-2.986 


33.798 


Ik RIAlf 

ATOM 


883 


NZ 


LYS 


119 


-3.311 


34.827 


Ik RIAlf 

ATOM 


884 


N 


PHE 


120 


-3.191 


27.765 


URIAH 

ATOM 


ooc 

885 


CA 


PHE 


120 


-2.034 


26.879 


71 RIAlf 

ATOM 


886 
887 


C 


PHE 


1 A A 

120 


-1.561 


26.429 


ARIAH 

ATOM 


0 


PHE 


120 


-0.355 


26.404 


7k RIAlf 

ATOM 


888 


CB 


PHE 


1 A A 

120 


-2.381 


25.647 


ARIAH 

ATOM 


889 


CG 


PHE 


120 


-1.208 


24.727 


Ik RIAlf 

ATOM 


890 


CD1 


PHE 


120 


-0.192 


25.083 


A RIAlf 

ATOM 


891 


CD2 


PHE 


120 


-1.114 


23.504 


ATOM 


892 


CE1 


PHE 


120 


0.894 


24.243 


A RIAlf 

ATOM 


893 


CE2 


PHE 


120 


-0.025 


22.651 


Tk RIAlf 

ATOM 


894 


CZ 


PHE 


120 


0.981 


23.021 


ARIAH 

ATOM 


895 


N 


TYR 


1 A 1 

I2l 


-2.515 


26.074 


URIAH 

ATOM 


896 


CA 


TYR 


1 A 1 

121 


-2.179 


25.656 


7k (RAM 

ATOM 


897 


C 


TYR 


1 A 1 

121 


-1.450 


26.766 


Am am 

ATOM 


898 


0 


TYR 


1 A 1 

I2l 


-0.402 


26.528 


ATOM 


899 


CB 


TYR 


121 


A J A 1 

-3.427 


25.271 


Tim au 
ATOM 


900 


CG 


TYR 


i ai 
I2l 


-3.029 


24.865 


TkRI AM 

ATOM 


901 


CD1 


TYR 


1 A 1 

I2l 


-2.859 


25.819 


ARIAH 

ATOM 


902 


CD2 


TYR 


1 A 1 

121 


-2.721 


23.537 


ARIAM 

ATOM 


903 


CE1 TYR 


121 


-2.381 


25.445 


URIAH. 

ATOM 


904 


CE2 TYR 


1 A 1 

I2l 


-2.246 


23.152 


TklTl AM 

ATOM 


905 


CZ 


TYR 


1 A 1 

121 


-2.074 


24.097 


ATflM 
niUfl 


906 


OH 


TYR 


in 


1 COO 


11 Cll\ 


ATOM 


907 


N 


GLN 


122 


-2.021 


27.969 


ATOM 


908 


CA 


GLN 


122 


-1.447 


29.104 


ATOM 


909 


C 


GLN 


122 


-0.085 


29.549 


ATOM 


910 


0 


GLN 


122 


0.799 


29.860 


ATOM 


911 


CB 


GLN 


122 


-2.387 


30.296 


ATOM 


912 


CG 


GLN 


122 


-3.691 


30.133 



8.048 


1.00 11.01 


1DIK 939 


9.747 


1.00 14.20 


1DIK 940 


10.322 


1.00 19.62 


1DIK 941 


10.031 


1.00 19.27 


1DIK 942 


10.398 


1.00 20.48 


1DIK 943 


9.673 


1.00 19.85 


1DIK 944 


10.776 


1.00 19.96 


1DIK 945 


10.175 


1.00 21.18 


1DIK 946 


9.226 


1.00 22.64 


1DIK 947 


10.733 


1.00 19.58 


1DIK 948 


11.532 


1.00 22.03 


1DIK 949 


12.004 


1.00 20.45 


1DIK 950 


11.000 


1.00 20.54 


1DIK 951 


10.725 


1.00 19.21 


1DIK 952 


13.407 


1.00 20.16 


1DIK 953 


13.987 


1.00 15.09 


1DIK 954 


10.458 


1.00 17.37 


1DIK 955 


9.485 


1.00 18.31 


1DIK 956 


8.209 


1.00 19.33 


1DIK 957 


7.647 


1.00 22.20 


1DIK 958 


7.759 


1.00 18.87 


1DIK 959 


6.567 


1.00 19.05 


1DIK 960 


6.739 


1.00 19.38 


1DIK 961 


5.848 


1.00 20.03 


1DIK 962 


6.316 


1.00 18.22 


1DIK 963 


5.860 


1.00 16.45 


1DIK 964 


5.310 


1.00 13.65 


1DIK 965 


5.792 


1.00 12.46 


1DIK 966 


7.900 


1.00 21.72 


1DIK 967 


8.225 


1.00 21.99 


1DIR 968 


8.340 


1.00 22.12 


1DIK 969 


7.881 


1.00 22.21 


1DIK 970 


9.503 


1.00 22.43 


1DIK 971 


9.789 


1.00 27.62 


1DIK 972 


10.649 


1.00 29.86 


1DIK 973 


10.646 


1.00 29.14 


1DIK 974 


11.667 


1.00 30.24 


1DIK 975 


8.942 


1.00 19.44 


1DIK 976 


9.084 


1.00 20.52 


1DIK 977 


7.694 


1.00 22.99 


1DIK 978 


7.415 


1.00 21.56 


1DIK 979 


9.927 


1.00 18.62 


1DIK 980 


10.163 


1.00 25.65 


1DIK 981 


11.059 


1.00 23.32 


1DIK 982 


9.493 


1.00 25.43 


1DIK 983 


11.284 


1.00 18.73 


1DIK 984 


9.712 


1.00 22.55 


1DIK 985 


10.610 


1.00 20.53 


1DIK 986 


6.830 


1.00 20.17 


1DIK 987 


5.482 


1.00 19.95 


1DIK 988 


4.718 


1.00 21.59 


1DIK 989 


4.112 


1.00 19.41 


1DIK 990 


4.668 


1.00 19.72 


1DIK 991 


3.265 


1.00 20.01 


1DIK 992 


2.240 


1.00 18.79 


1DIK 993 


2.983 


1.00 20.66 


1DIK 994 


0.976 


1.00 19.33 


. 1DIK 995 


1.730 


1.00 23.50 


1DIK 996 


0.737 


1.00 23.64 


1DIK 997 


-U.Q 11 


i nn 11 in 
i.UU Li. ly 


1DIK 998 


4.734 


1.00 23.17 


1DIK 999 


4.022 


1.00 22.67 


1DIK1000 


4.527 


1.00 22.41 


1DIK1001 


3.735 


1.00 25.99 


1DIK1002 


4.071 
3.323 


1.00 26.42 
1.00 27.92 


lDIK1103r-i/-N o AC 

iDiKioo4r b. o-15 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



913 CD 

914 0E1 

915 NE2 

916 N 

917 CA 

918 C 

919 0 

920 CB 

921 CG 

922 CD 

923 NE 

924 CZ 

925 Nfll 

926 NH2 

927 N 

928 CA 

929 C 

930 0 

931 CB 

932 CG 

933 CD1 

934 CD2 

935 CE1 

936 CE2 

937 CZ 

938 OH 

939 N 

940 CA 

941 C 

942 0 

943 CB 

944 CG 

945 CD 

946 0E1 

947 0E2 

948 N 

949 CA 



950 
951 



952 CB 

953 OG 

954 N 

955 CA 



956 
957 



958 CB 

959 CG 

960 CD1 

961 CD2 

962 N 

963 CA 



964 
965 



966 CB 

967 0G1 

968 CG2 

969 N 

970 CA 

971 C 

972 0 

973 CB 

974 CG 

975 CD 

976 NE 

977 CZ 

978 NH1 



GLN 122 

GLN 122 

GLN 122 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

ARG 123 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

TYR 124 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

GLO 125 

SER 126 

SER 126 

SER 126 

SER 126 

SER 126 

SER 126 

LEO 127 

LEO 127 

LEO 127 

LEO 127 

LEO 127 

LEO 127 

LEO 127 

LEO 127 

THR 128 

TflR 128 

THR 128 

THR 128 

THR 128 

THR 128 

THR 128 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 

ARG 129 



-4.623 
-4.531 
-5.528 
0.089 
1.359 
2.541 
3.652 
1.225 
2.485 
2.297 
3.580 
4.173 
3.605 
5.349 
2.298 
3.346 
3.125 
3.486 
3.444 
3.696 
4.946 
2.677 
5.186 
2.907 
4.176 
4.450 
2.548 
2.242 
3.321 
3.008 
1.875 
1.226 
2.239 
3.343 
1.937 
4.583 
5.651 
5.733 
6.217 
6.992 
7.256 
5.262 
5.246 
3.879 
3.781 
5.601 
7.017 
7.125 
8.006 
2.833 
1.461 
0.935 
0.016 
0.502 
0.687 
0.771 
1.510 
1.070 
1.303 
0.612 
1.673 
3.139 
3.536 
4.899 
5.879 
5.643 



31.333 

32.066 

31.538 

29.586 

30.011 

29.106 

29.582 

30.083 

30.519 

30.672 

30.973 

32.174 

33.236 

32.319 

27.803 

26.852 

26.182 

25.016 

25.790 

26.398 

26.923 

26.484 

27.515 

27.082 

27.600 

28.205 

26.921 

26.406 

25.534 

24.504 

27.566 

27.149 

26.814 

27.412 

25.955 

25.929 

25.161 

23.711 

22.831 

25.881 

26.134 

23.476 

22.148 

21.466 

20.304 

22.236 

22.618 

22.582 

21.652 

22.198 

21.701 

21.259 

20.429 

22.765 

24.008 

22.971 

21.803 

21.436 • 

19.975 • 

19.448 • 

22.351 • 

22.218 • 

23.072 • 

22.774 • 

23.669 ■ 

24.936 ■ 



3.531 
4.537 
2.582 
5.841 
6.416 
6.012 
5.785 
7.947 
8.653 
10.146 
10.789 
10.802 
10.232 
11.402 
5.915 
5.572 
4.222 
4.049 
6.679 
8.040 
8.360 
8.998 
9.579 
10.236 
10.521 
11.737 
3.273 
1.931 
1.276 
0.680 
0.985 
-0.360 
-1.475 
-1.491 
-2.343 
1.383 
0.755 
1.249 
0.525 
0.936 
2.308 
2.477 
3.087 
2.981 
2.584 
4.569 
4.969 
6.485 
4.316 
3.352 
3.357 
1.989 
1.907 
3.941 
3.248 
5.413 
0.917 
•0.423 
•0.790 
•1.652 
■1.484 
-1.685 
•2.860 
•3.270 
3.295 
2.948 



1.00 34.41 
1.00 33.16 
1.00 36.14 
1.00 22.55 
1.00 21.19 
1.00 23.05 
1.00 23.96 
1.00 20.65 
1.00 19.56 
l.OO 21.87 
1.00 24.63 
1.00 28.06 
1.00 18.64 
1.00 24.13 
1.00 24.21 
1.00 24.48 
1.00 26.16 
1.00 24.40 
1.00 22.35 
1.00 24.40 
1.00 20.62 
1.00 25.42 
1.00 20.04 
1.00 22.59 
1.00 22.79 
1.00 16.28 
1.00 27.83 
1.00 31.93 
1.00 31.07 
1.00 31.87 
1.00 35.88 
1.00 46.46 
1.00 54.36 
1.00 58.38 
1.00 54.70 
1.00 28.00 
1.00 31.00 
1.00 31.74 
1.00 32.26 
1.00 33.57 
1.00 41.28 
1.00 28.17 
1.00 23.13 
1.00 22.92 
1.00 24.92 
1.00 21.37 
1.00 24.27 
1.00 17.41 
1.00 20.13 
1.00 22.22 
1.00 21.36 
1.00 25.64 
1.00 26.78 
1.00 18.91 
1.00 16.25 
1.00 8.45 
1.00 27.58 
1.00 27.49 
1.00 24.39 
1.00 25.81 
1.00 28.84 
1.00 31.94 
1.00 46.51 
1.00 59.18 
1.00 67.18 
1.00 66.97 



1DIK1005 
1DIK1006 
1DIK1007 
1DIK1008 
1DIK1009 
1DIK1010 
1DIK1011 
1DIK1012 
1DIK1013 
1DIK1014 
1DIK1015 
1DIK1016 

1DIK1017 

1DIK1018 

1DIK1019 

1DIK1020 

1DIK1021 

1DIK1022 

1DIK1023 

1DIK1024 

1DIK1025 

1DIK1026 

1DIK1027 

1DIK1028 

1DIK1029 

1DIK1030 

1DIK1031 

1DIK1032 

1DIK1033 

1DIK1034 

1DIK1035 

1DIK1036 

1DIK1037 

1DIK1038 

1DIK1039 

1DIK1040 

1DIK1041 

1DIK1042 

1DIK1043 

1DIK1044 

1DIK1045 

1DIK 1046 

1DIK1047 

1DIK1048 

1DIK1049 

1DIK1050 
1DIK1051 
1DIK1052 
1DIK1053 
1DIK1054 
1DIK1055 
1DIK1056 
1DIK1057 
1DIK1058 
1DIK1059 
1DIK1060 
1DIK1061 
1DIK1062 
1DIK1063 
1DIK1064 
1DIK1065 
1DIK1066 
1DIK1067 
1DIK1068 

1DIK1069 r-l^ o A n 

1DIK1070 FIG. 8-16 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et at. 
10/062,848 

MODIFIED PHYTASES 



ATOM 


979 


NB2 ARG 


129 


7.098 


ATOM 


980 


N 


ASN 


130 


2.266 


ATOM 


981 


CA 


ASN 


130 


2.456 


ATOM 


982 


C 


ASN 


130 


2.819 


ATOM 


983 


O 


ASN 


130 


3.369 


ATOM 


984 


CB 


ASN 


130 


3.407 


ATOM 


985 


CG 


ASN 


130 


4.679 


ATOM 


986 


OD1 ASN 


130 


5.242 


ATOM 


987 


ND2 ASN 


130 


5.148 


ATOM 


988 


N 


ILE 


131 


2.499 


ATOM 


989 


CA 


ILE 


131 


2.729 


ATOM 


990 


C 


ILE 


131 


1.405 


ATOM 


991 


O 


ILE 


131 


0.706 


ATOM 


992 


CB 


ILE 


131 


3.864 


ATOM 


993 


CGI 


ILE 


131 


5.196 


ATOM 


994 


CG2 


ILE 


131 


3.966 


ATOM 


995 


CD1 


ILE 


131 


6.264 


ATOM 


996 


N 


VAL 


132 


1.052 


ATOM 


997 


CA 


VAL 


132 


-0.173 


ATOM 


998 


C 


VAL 


132 


0.285 


ATOM 


999 


0 


VAL 


132 


1.137 


ATOM 


1000 


CB 


VAL 


132 


-0.841 


ATOM 


1001 


CGI VAL 


132 


-2.123 


ATOM 


1002 


CG2 VAL 


132 


-1.126 


ATOM 


1003 


N 


PRO 


133 


-0.260 


ATOM 


1004 


CA 


PRO 


133 


0.116 


ATOM 


1005 


C 


PRO 


133 


-0.288 


ATOM 


1006 


O 


PRO 


133 


-1.268 


ATOM 


1007 


CB 


PRO 


133 


-0.684 


ATOM 


1008 


CG 


PRO 


133 


-1.029 


ATOM 


1009 


CD 


PRO 


133 


-1.278 


ATOM 


1010 


N 


PHE 


134 


0.467 


ATOM 


1011 


CA 


PHE 


134 


0.131 


ATOM 


1012 


C 


PHE 


134 


-0.583 


ATOM 


1013 


O 


PHE 


134 


-0.016 


ATOM 


1014 


CB 


PHE 


134 


1.368 


ATOM 


1015 


CG 


PHE 


134 


1.040 


ATOM 


1016 


CD1 


PHE 


134 


0.616 


ATOM 


1017 


CD2 


PHE 


134 


1.133 


ATOM 


1018 


CE1 


PHE 


134 


0.285 


ATOM 


1019 


CE2 


PHE 


134 


0.804 


ATOM 


1020 


CZ 


PHE 


134 


0.379 


ATOM 


1021 


N 


ILE 


135 


-1.816 


ATOM 


1022 


CA 


ILE 


135 


-2.670 


ATOM 


1023 


C 


ILE 


135 


-3.088 


ATOM 


1024 


O 


ILE 


135 


-3.425 


ATOM 


1025 


CB 


ILE 


135 


-3.952 


ATOM 


1026 


CGI 


ILE 


135 


-3.568 


ATOM 


1027 


CG2 


ILE 


135 


-4.906 


ATOM 


1028 


CD1 


ILE 


135 


-4.731 


ATOM 


1029 


N 


ARG 


136 


-3.074 


ATOM 


1030 


CA 


ARG 


136 


-3.480 


ATOM 


1031 


C 


ARG 


136 


-4.451 


ATOM 


1 A 1 A 

1032 


O 


ARG 


136 


-4.355 


ATOM 


1033 


CB 


ARG 


136 


-2.289 


ATOM 


1034 


CG 


ARG 


136 


-1.203 


ATOM 


1 a *i r 

1035 


CD 


ARG 


136 


-0.176 


ATOM 


1 A 1 f 

1036 


NE 


ARG 


136 


0.441 


ATOM 


1 a ^ n 

1037 


CZ 


ARG 


136 


1.335 


ATOM 


lUJo 


NH1 


ARG 


136 


1.743 


ATOM 


1039 


NH2 


ARG 


136 


1.819 


ATOM 


1040 


N 


SER 


137 


-5.378 


ATOM 


1041 


CA 


SER 


137 


-6.381 


ATOM 


1042 


C 


SER 


137 


-6.624 


ATOM 


1043 


O 


SER 


137 


-6.549 


ATOM 


1044 


CB 


SER 


137 


-7.682 



-3.672 1.00 69.63 1DIK1071 

-0.166 1.00 26.81 1DIK1072 

-0.470 1.00 29.49 1DIK1073 

0.691 1.00 25.25 1DIK1074 

0.489 1.00 22.37 1DIK1075 

-1.657 1.00 33.67 1DIK1076 

-1.550 1.00 35.85 ' 1DIK1077 

-0.472 1.00 41.17 1DIK1078 

-2.678 1.00 36.92 1DIK1079 

1.905 1.00 23.74 1DIK1080 

3.087 1.00 22.76 1DIK1081 

3.857 1.00 22.22 1DIK1082 

3.994 1.00 20.81 1DIK1083 

3.974 1.00 25.01 1DIK1084 

3.237 1.00 22.26 1DIK1085 

5.296 1.00 25.81 1DIK1086 

3.705 1.00 19.55 1DIK1087 

4.336 1.00 21.56 1DIK1088 

5.113 1.00 21.17 1DIK1089 

6.575 1.00 20.81 1DIK1090 

6.979 1.00 20.82 1DIK1091 

4.803 1.00 18.52 1DIK1092 

5.597 1.00 14.56 1DIK1093 

3.320 1.00 13.43 1DIK1094 

7.383 1.00 20.75 1DIK1095 

8.798 1.00 17.17 1DIK1096 

9.585 1.00 20.37 1DIK1097 

9.229 1.00 19.54 1DIK1098 

9.277 1.00 17.52 1DIK1099 

8.029 1.00 19.74 1DIK1100 

7.020 1.00 21.29 1DIK1101 

10.641 1.00 20.95 1DIK1102 

11.514 1.00 18.61 1DIK1103 

12.677 1.00 17.69 1DIK1104 

13.310 1.00 17.93 1DIK1105 

12.003 1.00 17.50 1DIK1106 

12.941 1.00 17.28 1DIK1107 

12.443 1.00 11.84 1DIK1108 

14.324 1.00 13.50 1DIK1109 



1DIK1110 
1DIK1111 
1DIK1112 
1DIK1113 
1DIK1114 
1DIK1115 
1DIK1116 
1DIK1117 
1DIK1118 
1DIK1119 
1DIK1120 
1DIK1121 
1DIK1122 
1DIK1123 
1DIK1124 
1DIK1125 
1DIK1126 
1DIK1127 
1DIK1128 
1DIK1129 
1DIK1130 
1DIK1131 
1DIK1132 
1DIK1133 
1DIK1134 

1DIK1135 i-i^ q a-7 

1DIK1136 Mb. o-17 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et al 
10/062,848 

MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



1045 OG 

1046 N 

1047 CA 

1048 C 

1049 0 

1050 CB 

1051 OG 

1052 N 

1053 CA 

1054 C 

1055 O 

1056 N 

1057 CA 

1058 C 

1059 O 

1060 CB 

1061 OG 

1062 N 

1063 CA 

1064 C 

1065 O 

1066 CB 

1067 OG 

1068 N 

1069 CA 

1070 C 

1071 O 

1072 CB 

1073 CG 

1074 CD 

1075 NE 

1076 CZ 

1077 NH1 

1078 NH2 

1079 N 

1080 CA 



1081 
1082 



1083 CB 

1084 CGI 

1085 CG2 

1086 N 

1087 CA 



1088 . 

1089 O 

1090 CB 

1091 CGI 

1092 CG2 

1093 CD1 

1094 N 

1095 CA 

1096 C 

1097 0 

1098 CB 

1099 N 
1110 CA 

1101 C 

1102 0 

1103 CB 

1104 OG 

1105 N 

1106 CA 

1107 C 

1108 0 

1109 N 

1110 CA 



SER 137 

SER 138 

SER 138 

SER 138 

SER 138 

SER 138 

SER 138 

GLY 139 

GLY 139 

GLY 139 

GLY 139 

SER 140 

SER 140 

SER 140 

SER 140 

SER 140 

SER 140 

SER 141 

SER 141 

SER 141 

SER 141 

SER 141 

SER 141 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

ARG 142 

VAL 143 

VAL 143 

VAL 143 

VAL 143 

VAL 143 

VAL 143 

VAL 143 

ILE 144 

ILE 144 

ILE 144 

ILE 144 

ILE 144 

ILE 144 

ILE 144 

ILE 144 

ALA 145 

ALA 145 

ALA 145 

ALA 145 

ALA 145 

SER 146 

SER 146 

SER 146 

SER 146 

SER 146 

SER 146 

GLY 147 

GLY 147 

GLY 147 

GLY 147 

LYS 148 

LYS 148 



-8.804 
-6.898 
-7.212 
-8.651 
-9.436 
-7.123 
-7.161 
-9.005 
-10.326 
-11.511 
-12.114 
-11.853 
-12.976 
-13.709 
-13.084 
-12.479 
-13.543 
-15.024 
-15.825 
-15.592 
-15.468 
-17.303 
-17.480 
-15.526 
-15.325 
-13.951 
-13.779 
-15.580 
-14.661 
-14.952 
-14.441 
-15.100 
-16.301 
-14.552 
-12.973 
-11.620 
-11.561 
-11.031 
-10.604 
-9.179 
-10.746 
-12.132 
-12.177 
-12.882 
-12.400 
-12.874 
-11.943 
-13.274 
-12.628 
-14.013 
-14.780 
-13.951 
-14.049 
-16.080 
-13.141 
-12.273 
-11.188 
-10.843 
-11.648 
-12.654 
-10.668 
-9.658 
-10.229 
-9.582 
-11.450 
-12.123 



15.178 
14.782 
14.246 
13.714 
14.261 
15.360 
14.832 
12.660 
12.064 
12.774 
12.261 
13.946 
14.715 
15.148 
15.655 
15.925 
16.819 
14.959 
15.278 
16.644 
16.764 
15.111 
14.054 
17.675 
19.010 
19.187 
19.999 
20.072 
20.050 
21.269 
21.157 
20.586 
20.053 
20.543 
18.424 
18.516 
17.777 
18.303 
17.962 
18.106 
18.717 
16.576 
15.752 
16.490 
16.492 
14.422 
13.584 
13.677 
12.446 
17.123 
17.889 
19.066 
19.436 
18.397 
19.654 
20.768 
20.288 
20.988 
21.379 
21.966 
19.088 
18.498 
18.313 
18.643 
17.790 
17.585 



19.690 
22.169 
23.486 
23.338 
22.557 
24.526 
25.831 
24.070 
23.923 
24.550 
25.491 
24.046 
24.553 
23.296 
22.356 
25.319 
25.617 
23.274 
22.097 
21.496 
20.275 
22.399 
23.319 
22.335 
21.809 
21.180 
20.264 
22.885 
24.069 
24.913 
26.280 
27.292 
27.106 
28.499 
21.662 
21.137 
19.799 
18.802 
22.152 
21.630 
23.450 
19.778 
18.582 
17.431 
16.281 
18.911 
19.789 
17.637 
20.491 
17.742 
16.752 
16.243 
15.073 
17.362 
17.125 
16.759 
15.788 
14.823 
18.015 
18.836 
16.047 
15.182 
13.782 
12.786 
13.702 
12.422 



1.00 13.55 
1.00 18.79 
1.00 18.47 
1.00 20.67 
1.00 21.12 
1.00 19.25 
1.00 19.54 
1.00 24.07 
1.00 23.86 
1.00 26.14 
1.00 33.68 
1.00 23.95 
1.00 18.34 
1.00 21.76 
1.00 22.25 
1.00 17.99 
1.00 22.47 
1.00 19.07 
1.00 21.60 
1.00 22.01 
1.00 23.16 
1.00 23.43 
1.00 40.45 
1.00 19.81 
1.00 18.48 
1.00 18.52 
1.00 17.81 
1.00 17.69 
1.00 20.10 
1.00 23.72 
1.00 27.97 
1.00 28.86 
1.00 28.91 
1.00 29.64 
1.00 18.71 
1.00 16.09 
1.00 19.00 



1.00 
1.00 



19.96 
14.17 



1.00 13.33 
1.00 11.92 
1.00 17.56 
1.00 17.36 
1.00 19.27 
1.00 20.66 
1.00 21.52 
1.00 21.60 
1.00 18.16 
1.00 28.65 
1.00 17.39 
1.00 15.97 
1.00 18.18 
1.00 20.54 
1.00 11.92 
1.00 17.49 
1.00 18.53 
1.00 17.95 
1.00 15.32 
1.00 20.60 
1.00 18.35 
1.00 17.16 
1.00 15.76 
1.00 18.06 
1.00 17.79 



1.00 17.79 
1.00 16.21 



1DIK1137 

1DIK1138 

1DIK1139 

1DIK1140 

1DIK1141 

1DIK1142 

1DIK1143 . 

1DIK1144 

1DIK1145 

1DIK1146 

1DIK1147 

1DIK1148 

1DIK1149 

1DIK1150 

1DIK1151 

1DIK1152 

1DIK1153 

1DIK1154 

1DIK1155 

1DIK1156 

1DIK1157 

1DIK1158 
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1DIK1202 rIG. 8-18 



In re Application of: Dirk KOSTREWA ef al 

Parent Serial No.: 10/062,848 

For MODIFIED PHYTASES 
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C 
0 



1111 

1112 . 

1113 CB 

1114 CG 

1115 CD 

1116 CE 

1117 NZ 

1118 N 

1119 CA 

1120 C 

1121 0 

1122 CB 

1123 CG 

1124 CD 

1125 CE 

1126 NZ 

1127 N 

1128 CA 

1129 C 

1130 0 

1131 CB 

1132 CG 



LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
LYS 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 



1133 CD1 PHE 

1134 CD2 PHE 

1135 CE1 PHE 

1136 CE2 PHE 

1137 CZ PHE 

1138 N 

1139 CA 

1140 C 

1141 0 

1142 CB ._ 

1143 CGI ILE 

1144 CG2 ILE 

1145 CD1 ILE 

1146 N 

1147 CA 
C 
0 
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GLU 
GLU 
GLU 
GLU 
GLU 
GLU 
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1149 . 

1150 CB 

1151 CG 

1152 CD „_ 

1153 0E1 GLU 

1154 0E2 GLU 

1155 N GLY 

1156 CA 
C 
0 
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1158 

1159 N 

1160 CA 

1161 C 

1162 0 

1163 CB 

1164 CG 



GLY 
GLY 
GLY 
PHE 
PHE 
PHE 
PHE 
PHE 
PHE 



1165 CD1 PHE 

1166 CD2 PHE 

1167 CE1 PHE 

1168 CE2 PHE 

1169 CZ 

1170 N 

1171 CA 
C 
0 



1172 
1173 

1174 CB 

1175 CG 

1176 CD 



PHE 
GLN 
GLN 
GLN 
GLN 
GLN 
GLN 
GLN 



148 
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154 
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154 

155 

155 

155 

155 

155 

155 

155 



-12.423 
-12.351 
-13.422 
-13.219 
-14.539 
-14.342 
-15.652 
-12.765 
-13.049 
-11.756 
-11.747 
-13.725 
-15.018 
-15.954 
-16.677 
-17.717 
-10.672 
-9.368 
-8.992 
-8.540 
-8.321 
-6.916 
-6.110 
-6.387 
-4.803 
-5.075 
-4.283 
-9.186 
-8.887 
-9.700 
-9.212 
-9.205 
-8.109 
-9.324 
-8.418 
-10.948 
-11.821 
-11.208 
-11.019 
-13.186 
-14.321 
-15.650 
-15.975 
-16.357 
-10.892 
-10.305 
-8.990 
-8.773 
-8.114 
-6.803 
-6.921 
-6.275 
-6.048 
-4.730 
-4.666 
-3.548. 
-3.432 
-2.308 
-2.250 
-7.757 
-7.921 
-8.626 
-8.255 
-8.653 
-8.471 
-7. Oil 



18.870 
18.871 
16.821 
15.389 
14.722 
13.245 
12.546 
19.956 
21.221 
21.821 
22.412 
22.234 
21.775 
21.157 
22.178 
21.492 
21.677 
22.178 
21.469 
22.104 
21.892 
22.282 
21.428 
23.491 
21.769 
23.841 
22.973 
20.151 
19.337 
19.829 
19.895 
17.858 
17.255 
17.067 
15.850 
20.181 
20.692 
21.958 
22.033 
20.998 
21.169 
21.403 
20.635 
22.358 
22.943 
24.177 
23.965 
24.528 
23.145 
22.835 
22.181 
22.606 
21.909 
21.407 
20.253 
22.093 
19.781 
21.639 
20.483 
21.152 
20.441 
21.290 
21.256 
19.118 
18.085 
17.785 



11.651 
10.414 
12.631 
13.023 
13.227 
13.427 
13.477 
12.355 
11.680 
11.132 
10.050 
12.608 
13.196 
12.163 
11.350 
10.530 
11.885 
11.462 
10.163 
9.222 
12.555 
12.185 
11.433 
12.601 
11.102 
12.274 
11.521 
10.123 
8.949 
7.751 
6.621 
9.229 
10.109 
7.938 
10.569 
8.001 
6.954 
6.339 
5.125 
7.560 
6.578 
7.293 
8.241 
6.897 
7.176 
6.693 
5.955 
4.886 
6.528 
5.958 
4.570 
3.595 
6.937 
6.422 
5.635 
6.713 
5.134 
6.224 
5.432 
4.479 
3.231 
2.170 
0.983 
3.475 
2.369 
2.056 



1.00 17.80 
1.00 16.69 
1.00 20.50 
1.00 22.63 
1.00 27.17 
1.00 34.56 
1.00 43.70 
1.00 16.53 
1.00 19.05 
1.00 19.26 
1.00 19.18 
1.00 19.43 
1.00 25.49 
1.00 24.15 
1.00 24.54 
1.00 23.29 
1.00 17.03 
1.00 17.33 
1.00 18.46 
1.00 20.65 
1.00 17.32 
1.00 17.15 
1.00 15.76 
1.00 16.86 
1.00 13.21 
1.00 18.79 
1.00 18.15 
1.00 18.70 
1.00 16.84 
1.00 21.25 
1.00 22.35 
1.00 19.09 
1.00 15.35 
1.00 15.46 
1.00 15.29 
1.00 22.78 
1.00 22.06 
1.00 22.51 
1.00 27.84 
1.00 23.89 
1.00 27.41 
1.00 27.55 
1.00 21.35 
1.00 28.87 
1.00 20.57 
1.00 19.76 
1.00 23.46 
1.00 25.73 
1.00 22.50 
1.00 18.12 
1.00 21.03 
1.00 16.52 
1.00 16.95 
1.00 14.32 
1.00 13.33 
1.00 14.60 
1.00 13.26 
1.00 15.41 
1.00 15.03 
1.00 20.29 
1.00 21.66 
1.00 25.36 
1.00 26.48 
1.00 21.80 
1.00 27.70 
1.00 32.63 
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FIG. 8-19 



In re Application of: Dirk KOSTREWA, et aL 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 
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-6.105 
-6.753 
-9.628 
-10.355 
-9.474 
-9.733 
-11.477 
-12.392 
-8.442 
-7.499 
-6.535 
-6.147 
-6.702 
-7.599 
-6.012 
-6.161 
-5.254 
-5.848 
-5.131 
-4.890 
-3.806 
-3.200 
-2.215 
-1.529 
-7.151 
-7.819 
-7.784 
-7.781 
-9.286 
-9.611 
-11.110 
-9.069 
-7.781 
-7.759 
-6.343 
-6.161 
-8.426 
-9.827 
-10.152 
-11.463 
-11.817 
-5.343 
-3.954 
-3.416 
-3.237 
-3.082 
-1.642 
-1.314 
-0.819 
-3.134 
-2.622 
-1.352 
-1.148 
-2.354 
-3.370 
-3.274 
-0.502 
0.758 
0.664 
1.669 
1.802 
1.929 
3.014 
4.304 
5.337 
5.258 



18.052 

17.229 

22.059 

22.911 

23.925 

24.273 

23.644 

22.686 

24.400 

25.365 

24.632 

25.163 

26.040 

26.414 

27.292 

23.411 

22.599 

22.241 

22.216 

21.335 

20.504 

19.556 

18.618 

17.800 

21.972 

21.638 

22.786 

22.558 

21.297 

20.081 

20.032 

18.832 

24.015 

25.196 

25.615 

26.651 

26.383 

26.183 

27.402 

27.266 

28.556 

24.840 

25.193 

24.467 

23.250 

24.897 

25.368 

25.998 

25.114 

25.222 

24.685 

23.853 

22.886 

25.947 

26.919 

26.690 

24.231 

23.529 

22.345 

21.693 

24.525 

25.753 

26.683 

25.997 

26.386 

27.468 



2.859 
0.883 
2.581 
1.632 
0.912 
-0.246 
2.347 
2.834 
1.610 
1.062 
0.123 
-0.928 
2.189 
3.238 
1.679 
0.509 
-0.279 
-1.656 
-2.655 
0.495 
-0.174 
0.829 
0.187 
1.220 
-1.703 
-2.959 
-3.940 
-5.144 
-2.743 
-1.913 
-1.750 
-2.571 
-3.428 
-4.281 
-4.632 
-5.268 
-3.592 
-3.080 
-2.228 
-1.482 
-0.806 
-4.223 
-4.506 
-5.758 
-5.753 
-3.276 
-3.442 
-4.468 
-2.542 
-6.842 
-8.110 
-7.960 
-8.684 
-8.932 
-8.413 
-6.927 
-7.017 
-6.799 
-5.833 
-5.548 
-6.310 
-7.205 
-6.704 
-6.634 
-5.886 
-5.123 



1.00 34.93 
1.00 32.41 
1.00 22.38 
1.00 27.24 
1.00 26.37 
1.00 26.94 
1.00 25.77 
1.00 38.06 
1.00 25.19 
1.00 22.52 
1.00 24.65 
1.00 23.24 
1.00 21.15 
1.00 24.29 
1.00 16.11 
1.00 21.14 
1.00 22.69 
1.00 22.91 
1.00 20.40 
1.00 20.54 
1.00 20.74 
1.00 24.06 
1.00 20.01 
1.00 21.14 
1.00 22.71 
1.00 24.27 
1.00 26.47 
1.00 29.65 
1.00 21.63 
1.00 25.68 
1.00 29.97 
1.00 25.43 
1.00 27.67 
1.00 27.18 
1.00 27.06 
1.00 31.28 
1.00 29.62 
1.00 31.58 
1.00 41.75 
1.00 49.39 
1.00 51.98 
1.00 25.13 
1.00 27.83 
1.00 30.73 
1.00 29.13 
1.00 27.42 
1.00 30.76 
1.00 38.67 
1.00 29.87 
1.00 33.61 
1.00 33.28 
1.00 33.91 
1.00 34.55 
1.00 33.55 
1.00 33.99 
1.00 34.27 
1.00 36.00 
1.00 36.01 
1.00 34.24 
1.00 31.55 
1.00 42.55 
1.00 53.77 
1.00 63.94 
1.00 74.87 
1.00 79.93 
1.00 82.39 
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In re Application of: Dirk KOSTREWA, et at. 

Parent Serial No.: 10/062,848 

F °r: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



1243 NH2 

1244 N 

1245 CA 

1246 C 

1247 0 

1248 CB 

1249 N 

1250 CA 



C 
0 



1251 

1252 . 

1253 CB 

1254 CG 

1255 CD 

1256 0E1 

1257 NE2 

1258 N 

1259 CA 

1260 C 

1261 0 

1262 CB 

1263 CG 

1264 CD 

1265 N 

1266 CA 

1267 C 

1268 0 

1269 N 

1270 CA 

1271 C 

1272 0 

1273 CB 

1274 CG 

1275 CD 

1276 0E1 

1277 NE2 

1278 N 

1279 CA 

1280 C 

1281 0 

1282 CB 

1283 OG 

1284 N 

1285 CA 

1286 C 

1287 0 

1288 CB 

1289 OG 

1290 N 

1291 CA 

1292 C 

1293 0 

1294 CB 

1295 CG 

1296 CD 

1297 N 

1298 CA 

1299 C 

1300 0 

1301 CB 

1302 CG 

1303 CD 

1304 CE 

1305 NZ 

1306 N 

1307 CA 

1308 C 



ARG 163 

ALA 164 

ALA 164 

ALA 164 

ALA 164 

ALA 164 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

GLN 165 

PRO 166 

PRO 166 

PRO 166 

PRO 166 

PRO 166 

PRO 166 

PRO 166 

GLY 167 

GLY 167 

GLY 167 

GLY 167 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

GLN 168 

SER 169 

SER 169 

SER 169 

SER 169 

SER 169 

SER 169 

SER 170 

SER 170 

SER 170 

SER 170 

SER 170 

SER 170 

PRO 171 

PRO 171 

PRO 171 

PRO 171 

PRO 171 

PRO 171 

PRO 171 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

LYS 172 

ILE 173 

ILE 173 

ILE 173 



6.464 
-0.539 
-0.762 
-0.656 
-0.984 
-2.130 
-0.197 
-0.035 
-1.336 
-2.031 
0.895 
1.155 
2.472 
3.461 
2.516 
-1.664 
-2.902 
-3.006 
-2.010 
-2.889 
-1.405 
-0.854 
-4.215 
-4.453 
-3.990 
-4.190 
-3.372 
-2.882 
-4.065 
-5.177 
-2.081 
-1.155 
-0.012 
-0.185 
1.176 
-3.853 
-4.958 
-5.214 
-4.342 
-4.737 
-3.432 
-6.418 
-6.756 
-6.169 
-5.867 
-8.273 
-8.909 
-5.993 
-5.461 
-6.650 
-7.788 
-5.147 
-5.169 
-6.236 
-6.397 
-7.458 
-6.873 
-5.686 
-7.867 
-6.703 
-7.122 
-5.885 
-6.233 
-7.698 
-7.218 
-6.583 



25.685 
22.072 
20.962 
19.630 
19.540 
21.087 
18.593 
17.283 
16.530 
16.207 
16.422 
15.104 
14.565 
14.718 
13.932 
16.207 
15.485 
14.057 
13.348 
15.502 
15.492 
16.486 
13.656 
12.313 
11.986 
10.867 
12.951 
12.759 
12.534 
13.035 
13.987 
13.744 
14.736 
15.937 
14.239 
11.781 
11.530 
12.673 
13.503 
10.205 
10.135 
12.724 
13.759 
13.440 
12.280 
13.838 
14.154 
14.463 
14.175 
13.566 
13.548 
15.566 
16.491 
15.905 
13.076 
12.515 
12.446 
12.709 
11.114 
10.172 
8.761 
7.903 
6.492 
12.100 
11.998 
10.614 



-5.902 
-5.331 
-4.407 
-5.149 
-6.325 
-3.744 
-4.460 
-5.076 
-5.281 
-4.319 
-4.248 
-4.907 
-4.502 
-5.224 
-3.332 
-6.542 
-6.886 
-6.326 
-6.240 
-8.420 
-8.737 
-7.747 
-5.940 
-5.437 
-4.032 
-3.550 
-3.367 
-2.010 
-1.062 
-1.295 
-1.596 
-0.439 
-0.405 
-0.685 
-0.064 
0.005 
0.916 
1.896 
2.146 
1.652 
2.184 
2.444 
3.414 
4.791 
5.101 
3.586 
2.380 
5.637 
6.967 
7.727 
7.228 
7.531 
6.329 
5.471 
8.931 
9.764 
11.164 
11.362 
9.286 
9.177 
9.350 
9.304 
9.627 
12.136 
13.493 
13.635 



1.00 84.40 
1.00 33.77 
1.00 34.08 
1.00 35.29 
1.00 36.67 
1.00 33.17 
1.00 38.92 
1.00 38.56 
1.00 35.34 
1.00 38.47 
1.00 42.23 
1.00 52.03 
1.00 57.76 
1.00 62.19 
1.00 58.19 
1.00 33.99 
1.00 31.51 
1.00 28.15 
1.00 30.43 
1.00 28.29 
1.00 29.54 
1.00 28.70 
1.00 24.69 
1.00 21.00 
1.00 25.28 
1.00 27.36 
1.00 24.69 
1.00 24.46 
1.00 24.95 
1.00 24.47 
1.00 26.68 
1.00 30.05 
1.00 33.87 
1.00 29.61 
1.00 30.19 
1.00 23.60 
1.00 26.25 
1.00 25.94 
1.00 29.04 
1.00. 26.64 
1.00 35.33 
1.00 25.08 
1.00 23.05 
1.00 21.06 
1.00 19.23 
1.00 20.90 
1.00 31.58 
1.00 20.40 
1.00 19.96 
1.00 20.25 
1.00 16.51 
1.00 22.09 
1.00 21.91 
1.00 22.51 
1.00 20.67 
1.00 20.50 
1.00 19.29 
1.00 19.22 
1.00 18.29 
1.00 18.63 
1.00 23.30 
1.00 30.02 
1.00 44.40 
1.00 16.98 
1.00 19.06 
1.00 22.40 



1DIK1335 

1DIK1336 

1DIK1337 

1DIK1338 

1DIK1339 

1DIK1340 

1DIK1341 

1DIK1342 

1DIK1343 

1DIK1344 

1DIK1345 

1DIK1346 

1DIK1347 

1DIK1348 

1DIK1349 

1DIK1350 

1DIK1351 

1DIK1352 

1DIK1353 

1DIK1354 

1DIK1355 

1DIK1356 

1DIK1357 

1DIK1358 

1DIK1359 

1DIK1360 

1DIK1361 

1DIK1362 

1DIK1363 

1DIK1364 

1DIK1365 

1DIK1366 

1DIK1367 

1DIK 1368 

1DIK1369 

1DIK1370 

1DIK1371 

1DIK1372 

1DIK1373 

1DIK1374 

1DIK1375 

1DIK1376 

1DIK1377 

1DIK1378 

1DIK1379 

1DIK1380 

1DIK1381 

1DIK1382 

1DIK1383 

1DIK1384 

1DIK1385 

1DIK1386 

1DIK1387 

1DIK1388 

1DIK1389 

1DIK1390 

1DIK1391 

1DIK1392 

1DIK1393 

1DIK1394 

1DIK1395 

1DIK1396 

1DIK1397 

1DIK1398 

1DIK1399 nin o n A 

1DIK1400 K G. 8-21 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



1309 0 

1310 CB 

1311 CGI 

1312 CG2 

1313 CD1 

1314 N 

1315 CA 
1316 

1317 . 

1318 CB 

1319 CG 

1320 0D1 

1321 0D2 

1322 N 

1323 CA 



C 
0 



1324 
1325 



1326 CB 

1327 CGI 

1328 CG2 

1329 N 

1330 CA 



1331 
1332 



1333 CB 

1334 CGI 

1335 CG2 

1336 N 

1337 CA 



1338 
1339 



1340 CB 

1341 CGI 

1342 CG2 

1343 CD1 

1344 N 

1345 CA 

1346 C 

1347 0 

1348 CB 

1349 OG 

1350 N 

1351 CA 

1352 C 

1353 0 

1354 CB 

1355 CG 

1356 CD 

1357 OE1 



1358 OE2 

1359 N 

1360 CA 



ALA 



1361 

1362 . 

1363 CB 

1364 N 

1365 CA 

1366 C 

1367 0 

1368 CB 

1369 OG 

1370 N 

1371 CA 
1372 
1373 



C 
0 



1374 CB 



1 11 

173 


i *\ f r 

-7.266 


1 1 1 
173 


ft ini 

-8.371 


Ml 

173 


ft n r a 

-8.868 


Ml 

173 


1 ft A A 

-7.902 


Ml 

173 


i a Ann 

-10.087 


Mi 

174 


-5.256 


MA 

174 


-4.504 


1 1 A 

174 


-4.495 


1 1 A 

174 


-4.507 


MA 

174 


-3.074 


1 1 A 

174 


1 A A 1 

-3.001 


1 1 A 

174 


1 1 A P 

-3.185 


MA 

174 


A 1 f 1 

-2.763 


1 IF 

175 


-4.464 


1 ir 

175 


-4.453 


175 


-5.381 


i hp 
175 


-5.346 


MP 

175 


-3.016 


1 1 r 

175 


-3.013 


1 ir 

175 


-1.967 


176 


-6.220 


176 


-7.078 


m f 

176 


-6.630 


176 


-6.837 


176 


-8.585 


mc 

176 


-9.382 


176 


-9.071 


177 


-6.017 


1 n 
177 


-5.528 


177 


-6.626 


177 


-7.233 


177 


-4.331 


1 1 1 
177 


-3.258 


mi 

177 


-3.747 


^11 
177 


-2.129 


1 in 

178 


-6.879 


MO 

178 


n a 1 a 

-7.913 


1 1Q 

178 


-7.692 


178 


-6.562 


1 1 A 

178 


-8.019 


178 


-8.931 


1 1 A 

179 


-8.802 


179 


-8.763 


1 1 A 

179 


-9.145 


1 1A 

179 


-9.372 


179 


-9.683 


1 1 A 

179 


-9.046 


1 1 A 

179 


-9.975 


1 it\ 
179 


-H.081 


1 in 
179 


A r A r 

-9.595 


1 OA 

180 


ft AAA 

-9.220 


1 A A 

180 


-9.554 


1 AA 

180 


-8.508 


1 AA 

180 


-7.325 


1 AA 

180 


-9.542 


1 A 1 

I8l 


-8.944 


181 


-8.049 


101 

181 


-6.762 


101 

181 


P IFF 

-5.755 


1Q1 


-o.oUb 


181 


-9.377 


182 


-6.798 


182 


-5.615 


182 


-4.792 


182 


-3.808 


182 


-6.023 



9.593 13.768 1.00 21.26 1DIK1401 
.274 14.475 1.00 19.92 1DIK1402 

3.715 14.232 1.00 18.99 1DIK1403 

12.109 15.921 1.00 20.59 1DIK1404 

. 03 14.987 1.00 16.15 1DIK1405 

10.599 13.588 1.00 19.22 1DIK1406 

9.366 13.667 1.00 18.78 1DIK1407 

8.689 15.021 1.00 20.21 1DIK1408 

7.463 15.087 1.00 23.44 1DIK1409 

9.606 13.213 .00 16.70 1DIK1410 

10.130 11.793 1.00 21.97 1DIK1411 

9.320 10.853 1.00 28.66 1DIK1412 

11.348 11.618 1.00 15.14 1DIK1413 

9.470 16.099 1.00 19.64 1DIK1414 

8.903 17.449 1.00 15.74 1DIK1415 

9.700 18.364 1.00 19.16 1DIK1416 

10.942 18.361 1.00 22.21 1DIK1417 

8.940 18.088 1.00 15.96 1DIK1418 

8.205 19.427 1.00 11.79 1DIK1419 

8.323 17.154 1.00 15.25 1DIK1420 

9.009 19.135 1.00 16.60 1DIK1421 

9.696 20.099 1.00 18.96 1DIK1422 

9.238 21.484 1.00 18.63 1DIK1423 

8.084 21.849 1.00 19.14 1DIK1424 

9.390 19.923 1.00 19.70 1DIK1425 

10.058 21.050 1.00 18.39 1DIK1426 

9.919 18.580 1.00 17.14 1DIK1427 

10.135 22.249 1.00 16.49 1DIK1428 

9.790 23.578 1.00 18.84 1DIK1429 

9.871 24.646 1.00 22.64 1DIK1430 

10.926 24.877 1.00 21.84 1DIK1431 

10.669 23.959 1.00 17.93 1DIK1432 

10.548 22.876 1.00 21.31 1DIK1433 

10.209 25.293 1.00 13.33 1DIK1434 

11.530 23.031 1.00 24.99 1DIK1435 

8.740 25.293 1.00 22.92 1DIK1436 

8.664 26.308 1.00 22.43 1DIK1437 

9.620 27.469 1.00 23.70 1DIK1438 

9.880 27.896 1.00 19.07 1DIK1439 

7.234 26.832 1.00 24.76 1DIK1440 

7.149 27.918 1.00 26.50 1DIK1441 

10.138 27.975 1.00 23.30 1DIK1442 

11.032 29.109 1.00 24.10 1DIK1443 

10.299 30.390 1.00 26.08 1DIK1444 

0.930 31.424 1.00 28.11 1DIK1445 

12.219 28.875 1.00 20.32 1DIK1446 

13.277 28.013 1.00 19.78 1DIK1447 

14.413 27.679 1.00 21.33 1DIK1448 

14.507 28.248 1.00 28.21 1DIK1449 

15.224 26.832 1.00 24.31 1DIK1450 

8.970 30.326 1.00 27.12 1DIK1451 

8.166 31.501 1.00 28.40 1DIK1452 

8.476 32.578 1.00 29.95 1DIK1453 

8.664 32.271 1.00 28.75 1DIK1454 

6.694 31.151 1.00 22.95 1DIK1455 

8.525 33.831 1.00 31.85 1DIK1456 

8-866 34.939 1.00 35.04 1DIK1457 

PAl '88 31 - 72 1DIK1458 

8.525 35.525 1.00 33.94 1DIK1459 

8.770 36.260 1.00 36.11 1DIK1460 

7.479 36.373 1.00 46.40 1DIK1461 

6.821 34.500 1.00 27.14 1DIK1462 

5.963 34.488 1.00 29.83 1DIK1463 

6.051 33.181 1.00 30.65 1DIK1464 

5.329 33.013 1.00 35.32 1DIK1465 r-i/^ o oo 

4.496 34.726 1.00 32.11 1DIK1466 F G. 8~22 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For ' MODIFIED PHYTASES 



ATAM 

AIUM 


1 lid 


OG 


SER 


100 

182 


ATAM 

AiUM 




N 


SER 


18 J 


ATAM 

AiUM 


1 1ll 
iJ/ / 


LA 


SER 


100 


ATAM 

AiUM 


1 070 
Ij/o 


I 


CVTi 

SER 


1 OO 


at am 
AiUM 


1 1*70 


U 


SER 


100 

loJ 


ATAM 
AiUM 


1 ion 


to 


SER 


100 

loJ 


ATAM 

AIUM 


1 001 

iJoi 


OG 


SER 


100 

183 


at am 
AIUM 


1 OQO 


. N 


ASN 


10 4 

184 


ATAM 

AiUM 


1 OQO 


CA 


ASN 


1 Oil 

184 


7\TAM 

AIUM 


1 10 A 


C 


ASN 


10 4 

184 


ATAM 


1 OQC 
iJOD 


0 


ASN 


10 4 

184 


ATAM 

AIUM 


1 00f 
iJOD 


CB 


ASN 


10 4 

184 


IT AW 

AIUM 


1 0 0O 


CG 


ASN 


104 

184 


ATAM 

AIUM 


1 OQQ 

ijoo 


0D1 ASN 


104 

184 


at am 
AIUM 


1 TOO 


ND2 ASN 


104 

184 


AT AM 

AIUM 


1 OOA 

i jy u 


N 


ASN 


1 oc 

185 


ATAM 

AIUM 


1391 


CA 


ASN 


1 oc 

185 


AT AM 

AIUM 


1392 


C 


ASN 


1 oc 

185 


AT AM 

AIUM 


1393 


0 


ASN 


1 oc 

185 


ATAM 

ATUM 


1394 


CB 


ASN 


1 oc 

185 


AT AM 

AIUM 


1395 


CG 


ASN 


1 6c 

185 


ATUM 


1396 


0D1 ASN 


1 oc 

185 


am au 

ATUM 


1397 ND2 ASN 


1 nr 

185 


ATAM 

ATUM 


1398 


N 


THR 


1 of 

186 


ATAM 
AIUM 


1399 


CA 


THR 


1 Of 

186 


ATAM 
AIUM 


1400 


C 


THR 


1 Of 

186 


ATAM 
AIUM 


1401 


0 


THR 


1 Of 

186 


ATAM 
AIUM 


1402 


CB 


THR 


1 Of 

186 


ATAM 
AIUM 


1403 


0G1 


THR 


1 Of 

186 


ATAM 

AIUM 


1404 


CG2 THR 


1 Of 

186 


A (DAM 
AiUM 


1405 


N 


LEU 


187 


AfflAM 

ATUM 


1406 CA 


LEU 


18/ 


ATAM 

ATUM 


1407 


C 


LEU 


1 01 

187 


AfflAM 

AIUM 


1408 


0 


LEU 


1 OT 

187 


ATAM 

AIUM 


1409 


CB 


LEU 


187 


ATAM 

AIUM 


1410 


CG 


LEU 


1 OT 

187 


ATAM 

AiUM 


1411 


CD1 


LEU 


i 6n 

187 


ATAM 

AIUM 


1412 


CD2 


LEU 


1 01 

187 


ATAM 

AiUM 


1413 


N 


ASP 


100 

188 


ATAM 
AiUM 


1414 


CA 


ASP 


1 00 

188 


ATAM 
AiUM 


1415 


C 


ASP 


100 

188 


ATAM 

AiUM 


1416 


0 


ASP 


1 00 

188 


ATAM 
AiUM 


1417 


CB 


ASP 


1 00 

188 


ATAM 
AiUM 


1418 


CG 


ASP 


1 00 

188 


AT All 

ATUM 


1419 


0D1 ASP 


188 


ATUM 


1420 


0D2 ASP 


1 Art 

188 


ATAM 
AiUM 


1421 


N 


PRO 


1 OA 

189 


urn au 
ATUM 


1422 


CA 


PRO 


1 AA 

189 


A HAM 

AiUM 


1423 


C 


PRO 


1 00 

189 


ATAM 

AiUM 


1424 


0 


PRO 


1 00 

189 


ATAM 

AiUM 


1425 


CB 


PRO 


100 

189 


ATAM 

AiUM 


1426 


CG 


PRO 


1 00 

189 


ATAM 

AiUM 


1427 


CD 


PRO 


1 00 

189 


ATAM 
AiUM 


1428 


N 


GLY 


1 OA 

190 


ATAM 

AiUM 


1429 


CA 


GLY 


1 OA 

190 


ATAM 

AiUM 


1430 


C 


GLY 


1 AA 

190 


ATAM 

AiUM 


1431 


0 


GLY 


1 A A 

190 


ATAM 

AiUM 


1432 


N 


THR 


101 

191 


ATAM 
AiUM 


1433 


CA 


THR 


1 01 

191 


ATOM 


1434 


C 


THR 


1Q1 


ATOM 


1435 


0 


THR 


191 


ATOM 


1436 


CB 


THR 


191 


ATOM 


1437 


0G1 


THR 


191 


ATOM 


1438 


CG2 THR 


191 


ATOM 


1439 


N 


CYS 


192 


ATOM 


1440 


CA 


CYS 


192 



-6.967 
-5.187 
-4.499 
-3.268 
-3.263 
-5.499 
-4.884 
-2.216 
-1.012 
-1.287 
-1.275 
0.233 
0.476 
0.631 
0.505 
-1.536 
-1.903 
-1.015 
-1.179 
-3.386 
-3.990 
-5.199 
-3.174 
-0.089 
0.809 
0.117 
0.619 
1.959 
1.410 
2.871 
-1.030 
-1.772 
-2.549 
-2.797 
-2.716 
-2.063 
-3.140 
-1.262 
-2.934 
-3.684 
-3.540 
-4.431 
-5.165 
-5.958 
-5.474 
-7.079 
-2.398 
-2.107 
-3.063 
-3.442 
-0.677 
-0.113 
-1.286 
-3.442 
-4.325 
-3.783 
-4.457 
-2.563 
-1.964 
-1.040 
-0.535 
-1.202 
-0.258 
-2.170 
-0.805 
0.055 



4.032 
6.924 
7.049 
7.953 
9.002 
7.547 
7.739 
7.545 
8.383 
9.264 
8.786 
7.542 
6.547 
6.927 
5.259 
10.546 
11.526 
12.775 
13.567 
11.879 
12.809 
12.965 
13.421 
12.962 
14.116 
15.452 
16.513 
13.971 
13.772 
12.815 
15.398 
16.597 
17.208 
18.410 
16.276 
15.798 
15.295 
16.926 
16.376 
16.815 
15.688 
14.851 
17.042 
17.724 
18.727 
17.246 
15.653 
14.622 
14.609 
15.671 
14.959 
15.765 
16.615 
13.413 
13.296 
12.314 
12.016 
11.824 
10.826 
11.316 
10.507 
9.781 
10.449 
8.967 
12.621 
13.164 



33.757 

32.261 

30.986 

30.986 

31.621 

29.952 

28.702 

30.281 

30.160 

28.942 

27.805 

29.918 

31.027 

32.186 

30.680 

29.197 

28.177 

28.289 

29.209 

28.421 

27.376 

27.331 

26.543 

27.350 

27.383 

27.104 

27.477 

26.367 

25.062 

26.731 

26.443 

26.092 

27.259 

27.282 

24.933 

23.623 

22.673 

22.984 

28.218 

29.399 

30.424 

30.584 

29.041 

30.171 

30.765 

30.461 

31.129 

32.137 

33.322 

33.825 

32.579 

31.425 

31.026 

33.766 

34.910 

35.934 

36.917 

35.722 

36.603 

37.725 

38.518 

35.776 

34.927 

34.918 

37.800 

38.847 



1.00 33.33 
1.00 26.39 
1.00 21.35 
1.00 18.80 
1.00 18.57 
1.00 23.15 
1.00 22.70 
1.00 21.24 
1.00 22.85 
1.00 22.55 
1.00 21.64 
1.00 25.23 
1.00 29.76 
1.00 25.74 
1.00 31.61 
1.00 20.70 
1.00 18.51 
1.00 18.05 
1.00 19.30 
1.00 17.92 
1.00 20.11 
1.00.25.61 
1.00 23.70 
1.00 18.02 
1.00 19.61 
1.00 23.05 
1.00 24.23 
1.00 20.27 
1.00 19.57 
1.00 15.78 
1.00 22.21 
1.00 21.72 
1.00 23.64 
1.00 22.02 
1.00 23.09 
1.00 23.80 
1.00 19.98 
1.00 19.12 
1.00 24.87 
1.00 28.75 
1.00 27.51 
1.00 30.17 
1.00 34.58 
1.00 41.42 
1.00 42.84 
1.00 42.36 
1.00 26.10 
1.00 25.17 
1.00 26.14 
1.00 27.85 
1.00 21.04 
1.00 21.36 
1.00 22.23 
1.00 24.92 
1.00 24.73 
1.00 29.33 
1.00 32.88 
1.00 26.97 
1.00 26.69 
1.00 30.17 
1.00 32.24 
1.00 25.25 
1.00 25.22 
1.00 24.37 
1.00 29.82 
1.00 29.63 



1DIK1467 

1DIK1468 

1DIK1469 

1DIK1470 

1DIK1471 

1DIK1472 

1DIK1473 

1DIK1474 

1DIK1475 

1DIK1476 

1DIK1477 

1DIK1478 

1DIK1479 

1DIK1480 

1DIK1481 

1DIK1482 

1DIK1483 

1DIK1484 

1DIK1485 

1DIK1486 

1DIK1487 

1DIK1488 

1DIK1489 

1DIK1490 

1DIK1491 

1DIK1492 

1DIK1493 

1DIK1494 

1DIK1495 

1DIK1496 

1DIK1497 

1DIK1498 

1DIK1499 

1DIK1500 

1DIK1501 

1DIK1502 

1DIK1503 

1DIK1504 
1DIK1505 
1DIK1506 
1DIK1507 
1DIK1508 
1DIK1509 
1DIK1510 
1DIK1511 
1DIK1512 
1DIK1513 
1DIK1514 
1DIK1515 
1DIK1516 
1DIK1517 
1DIK1518 
1DIK1519 
1DIK1520 
1DIK1521 
1DIK1522 
1DIK1523 
1DIK1524 
1DIK1525 
1DIK1526 
1DIK1527 
1DIK1528 
1DIK1529 
1DIK1530 

1DIK1531 riA o OO 

idiki532 rib. o-Zo 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, ef a/. 
10/062,848 

MODIFIED PHYTASES 



ATOM 




1441 C 


CYS 


192 


ATOM 




1442 O 


CYS 


192 


ATOM 




1443 CB 


CYS 


192 


ATOM 




1444 SG 


CYS 


192 


ATOM 




1445 N 


THR 


193 


ATOM 




1446 CA 


TBR 


193 


ATOM 




1 A 4 H ft 

1447 C 


THR 


193 


ATOM 




1 J J ft A 

1448 O 


THR 


193 


ATOM 




1449 CB 


THR 


193 


ATOM 




1450 og: 


. THR 


193 


ATOM 




1451 CG2 


THR 


193 


ATOM 




1452 N 


VAL 


194 


ATOM 




1453 CA 


VAL 


194 


ATOM 




1454 C 


VAL 


194 


ATOM 




1455 O 


VAL 


194 


ATOM 




1456 CB 


VAL 


194 


ATOM 




1457 CGI VAL 


194 


ATOM 




I458 CG2 VAL 


194 


ATOM 




1459 N 


PHE 


195 


ATOM 




.460 CA 


PHE 


195 


ATOM 




.461 C 


PHE 


195 


ATOM 




462 O 


PHE 


195 


ATOM 




.463 CB 


PHE 


195 


ATOM 




464 CG 


PHE 


195 


ATOM 




.465 CD1 


PHE 


195 


ATOM 




466 CD2 


PHE 


195 


ATOM 




.467 CE1 


PHE 


195 


ATOM 




.468 CE2 


PHE 


195 


ATOM 




.469 CZ 


PHE 


195 


ATOM 




.470 N 


GLO 


196 


ATOM 




.471 CA 


GLU 


196 


ATOM 




.472 C 


GLU 


196 


ATOM 




.473 O 


GLU 


196 


ATOM 


j 


474 CB 


GLU 


196 


ATOM 


] 


475 CG 


GLU 


196 


ATOM 


] 


476 CD 


GLU 


196 


ATOM 


] 


477 OE1 


GLU 


196 


ATOM 


1 


478 OE2 GLO 


196 


ATOM 


1479 N 


ASP 


197 


ATOM 


1480 CA 


ASP 


197 


ATOM 


1481 C 


ASP 


197 


ATOM 


1482 0 


ASP 


197 


% (T1A1I 

ATOM 


1483 CB 


ASP 


197 


ATOM 


1484 CG 


ASP 


197 


ATOM 


1485 0D1 


ASP 


197 


ATOM 


1486 0D2 ASP 


197 


ATOM 


1487 N 


SER 


198 


ATOM 


1488 CA 


SER 


198 


ATOM 


1489 C 


SER 


198 


ATOM 


1490 0 


SER 


198 


ATOM 


1491 CB 


SER 


198 


ATOM 


1492 OG 


SER 


198 


urn Air 

ATOM 


1493 N 


GLU 


199 


ATOM 


1494 CA 


GLU 


199 


ATOM 


1495 C 


GLU 


139 


ATOM 


1496 0 


GLU 


199 


ATOM 


1497 CB 


GLU 


199 


ATOM 


1498 CG 


GLU 


199 


ATOM 


1499 CD 


GLU 


199 


ATOM 


1500 0E1 


GLU 


199 


A1UM 


1501 0E2 


GLU 


199 


ATOM 


1502 N 


LEU 


200 


ATOM 


1503 CA 


LEU 


200 


ATOM 


1504 C 


LEU 


200 


ATOM 


1505 0 


LEU 


200 


ATOM 


1506 CB 


LEU 


200 



-0.783 
-1.282 
0.699 
1.766 
-0.924 
-1.719 
-1.679 
-2.718 
-1.371 
-1.408 
-2.386 
-0.503 
-0.415 
-0.953 
-1.705 
1.022 
1.175 
1.339 
-0.587 
-1.049 
-2.575 
-3.195 
-0.429 
-0.987 
-0.563 
-1.952 
-1.087 
-2.486 
-2.051 
-3.174 
-4.618 
-5.357 
-6.497 
-5.026 
-4.509 
-5.098 
-6.338 
-4.332 
-4.715 
-5.352 
-5.141 
-5.770 
-4.862 
-5.402 
-6.582 
-4.640 
-4.261 
-3.928 
-5.131 
-6.001 
-2.929 
-2.404 
-5.175 
-6.262 
-5.735 
-6.453 
-7.010 
-7.935 
-8.400 
-7.533 
-9.631 
-4.485 
-3.861 
-4.700 
-4.924 
-2.469 



13.395 
14.507 
14.466 
15.227 
12.333 
12.331 
13.595 
14.231 
11.117 
9.919 
10.976 
13.969 
15.157 
16.406 
17.178 
15.387 
16.793 
14.382 
16.600 
17.768 
17.802 
18.853 
17.803 
18.890 
20.207 
18.595 
21.237 
19.610 
20.940 
16.656 
16.574 
16.966 
17.411 
15.165 
14.774 
15.638 
15.806 
16.154 
16.807 
17.160 
18.621 
19.093 
16.234 
14.805 
14.630 
13.853 
19.327 
20.724 
21.675 
21.639 
21.231 
22.508 
22.530 
23.505 
24.932 
25.886 
23.322 
22.127 
21.817 
21.713 
21.680 
25.079 
26.391 
27.405 
28.526 
26.260 



40.101 

40.330 

38.387 

39.646 

40.900 

42.134 

42.998 

43.213 

43.018 

42.231 

44.130 

43.489 

44.323 

43.614 

44.211 

44.829 

45.390 

45.914 

42.349 

41.598 

41.485 

41.665 

40.192 

39.311 

39.457 

38.344 

38.650 

37.529 

37.684 

41.188 

41.048 

42.328 

42.266 

40.602 

39.211 

38.094 

38.053 

37.256 

43.483 

44.758 

45.173 

46.110 

45.887 

45.766 

45.373 

46.069 

44.470 

44.763 

44.824 

43.952 

43.713 

44.049 

45.848 

45.981 

45.904 

46.228 

47.295 

47.334 

48.752 

49.663 

48.952 

45.465 

45.356 

44.565 

45.027 

44.740 



1.00 29.84 
1.00 26.80 
1.00 28.28 
1.00 30.95 
1.00 31.00 
1.00 30.54 
1.00 28.74 
1.00 26.01 
1.00 34.12 
1.00 39.67 
1.00 35.19 
1.00 27.22 
1.00 30.44 
1.00 33.87 
1.00 37.21 
1.00 31.50 
1.00 27.45 
1.00 26.96 
1.00 33.70 
1.00 32.23 
1.00 33.46 
1.00 34.15 
1.00 28.54 
1.00 24.30 
1.00 21.84 
1.00 22.84 
1.00 28.26 
1.00 26.40 
1.00 23.76 
1.00 33.59 
1.00 34.08 
1.00 35.44 
1.00 35.61 
1.00 34.98 
1.00 37.27 
1.00 40.35 
1.00 45.20 
1.00 33.72 
1.00 38.29 
1.00 40.02 
1.00 38.28 
1.00 38.49 
1.00 43.17 
1.00 48.76 
1.00 50.32 
1.00 49.19 
1.00 38.44 
1.00 38.19 
1.00 39.35 
1.00 38.20 
1.00 34.00 
1.00 37.33 
1.00 40.37 
1.00 42.79 
1.00 41.90 
1.00 41.14 
1.00 47.81 
1.00 56.13 
1.00 62.12 
1.00 60.51 
1.00 64.72 
1.00 39.80 
1.00 38.33 
1.00 40.30 
1.00 41.57 
1.00 34.44 



1DIK1533 

1DIK1534 

1DIK1535 

1DIK1536 

1DIK1537 

1DIK1538 

1DK1539 

1DIK1540 

1DIK1541 

1DIK1542 

1DIK1543 

1DIK1544 

1DIK1545 

1DIK1546 

1DIK1547 

1DIK1548 

1DIK1549 

1DIK1550 

1DIK1551 

1DIK1552 

1DIK1553 

1DIK1554 

1DIK1555 

1DIK1556 

1DIK1557 

1DIK1558 

1DIK1559 

1DIK1560 

1DIK1561 

1DIK1562 

1DIK1563 

1DIK1564 

1DIK1565 

1DIK1566 

IDE 1567 

1DIK1568 

1DIK1569 

1DIK1570 

1DIK1571 

1DIK1572 

1DIK1573 

1DIK1574 
1DIK1575 
1DIK1576 
1DIK1577 
1DIK1578 
1DIK1579 
1DIK1580 
1DIK1581 
1DIK1582 
1DIK1583 
1DIK1584 
1DIK1585 
1DIK1586 
1DIK 1587 
1DIK1588 
1DIK1589 
1DIK1590 
1DIK1591 
1DIK1592 
1DIK1593 
1DIK1594 
1DIK1595 
1DIK1596 

1DIK1597 q rx A 

1DIK1598 Ho. 0-24 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


1507 


CG 


LEU 


200 


-1.659 


27.564 


ATOM 


1508 


CD1 LEO 


200 


-1.503 


28.104 


ATOM 


1509 


CD2 LEO 


200 


-0.297 


27.334 


ATOM 


1510 


N 


ALA 


201 


-5.170 


27.012 


ATOM 


1511 


CA 


ALA 


201 


-5.974 


27.901 


ATOM 


1512 


C 


ALA 


201 


-7.230 


28.400 


ATOM 


1513 


O 


ALA 


201 


-7.623 


29.541 


ATOM 


1514 


CB 


ALA 


201 


-6.354 


27.211 


ATOM 


1515 


N 


ASP 


202 


-7.863 


27.557 


ATOM 


1516 


CA 


ASP 


202 


-9.089 


27.949 


ATOM 


1517 


C 


ASP 


202 


-8.812 


29.026 


ATOM 


1518 0 


ASP 


202 


-9.596 


29.968 


ATOM 


1519 


CB 


ASP 


202 


-9.719 


26.748 


ATOM 


1520 


CG 


ASP 


202 


-10.027 


25.624 


ATOM 


1521 


OD1 ASP 


202 


-10.673 


25.892 


ATOM 


1522 


OD2 ASP 


202 


-9.617 


24.476 


ATOM 


1523 


N 


THR 


203 


-7.693 


28.875 


ATOM 


1524 


CA 


THR 


203 


-7.283 


29.828 


ATOM 


1525 


C 


THR 


203 


-7.020 


31.183 


ATOM 


1526 


O 


THR 


203 


-7.475 


32.212 


ATOM 


1527 


CB 


THR 


203 


-6.010 


29.334 


ATOM 


1528 


OG1 


THR 


203 


-6.318 


28.139 


ATOM 


1529 


CG2 


THR 


203 


-5.469 


30.397 


ATOM 


1530 


N 


VAL 


204 


-6.291 


31.170 


ATOM 


1531 


CA 


VAL 


204 


-5.953 


32.386 


ATOM 


1532 


C 


VAL 


204 


-7.209 


33.048 


ATOM 


1533 


O 


VAL 


204 


-7.372 


34.265 


ATOM 


1534 


CB 


VAL 


204 


-4.939 


32.070 


ATOM 


1535 


CGI VAL 


204 


-4.675 


33.291 


ATOM 


1536 


CG2 VAL 


204 


-3.638 


31.577 


ATOM 


1537 


N 


GLU 


205 


-8.101 


32.248 


ATOM 


1538 


CA 


GLU 


205 


-9.343 


32.778 


ATOM 


1539 


C 


GLU 


205 


-10.125 


33.501 


ATOM 


1540 


O 


GLU 


205 


-10.662 


34.580 


ATOM 


1541 


CB 


GLU 


205 


-10.201 


31.655 


ATOM 


1542 


CG 


GLU 


205 


-11.607 


32.094 


ATOM 


1543 


CD 


GLU 


205 


-12.312 


31.094 


ATOM 


1544 


OE1 


GLU 


205 


-12.076 


29.875 


ATOM 


1545 


OE2 


GLU 


205 


-13.105 


31.526 


ATOM 


1546 


N 


ALA 


206 


-10.179 


32.897 


ATOM 


1547 


CA 


ALA 


206 


-10.898 


33.464 


ATOM 


1548 


C 


ALA 


206 


-10.262 


34.787 


ATOM 


1549 


O 


ALA 


206 


-10.954 


35.803 


ATOM 


1550 


CB 


ALA 


206 


-10.909 


32.472 


ATOM 


1551 


N 


ASN 


207 


-8.946 


34.774 


ATOM 


1552 


CA 


ASN 


207 


-8.231 


35.971 


ATOM 


1553 


C 


ASN 


207 


-8.484 


37.150 


ATOM 


1554 


O 


ASN 


207 


-8.838 


38.235 


ATOM 


1555 


CB 


ASN 


207 


-6.716 


35.722 


ATOM 


1556 


CG 


ASN 


207 


-6.331 


34.791 


ATOM 


1557 


OD1 ASN 


207 


-7.115 


34.557 


ATOM 


1558 


ND2 ASN 


207 


-5.111 


34.252 


ATOM 


1559 


N 


PHE 


208 


-8.318 


36.946 


ATOM 


1560 


CA 


PHE 


208 


-8.499 


38.044 


ATOM 


1561 


C 


PHE 


208 


-9.925 


38.528 


ATOM 


1562 


O 


PHE 


208 


-10.156 


39.739 


ATOM 


1563 


CB 


PHE 


208 


-7.878 


37.726 


ATOM 


1564 CG 


PHE 


208 


-7.841 


38.915 


ATOM 


1565 CD1 PHE - 


208 


-6.951 


39.966 


ATOM 


1566 


CD2 PHE 


208 


-8.713 


38.991 


ATOM 


1567 


CE1 PHE 


208 


-6.929 


41.081 


ATOM 


1568 


CE2 


PHE 


208 


-8.700 


40.090 


ATOM 


1569 


CZ 


PHE 


208 


-7.805 


41.140 


ATOM 


1570 


N 


THR 


209 


-10.887 


37.620 


ATOM 


1571 


CA 


THR 


209 


-12.259 


38.074 


ATOM 


1572 


C 


THR 


209 


-12.678 


38.987 



44.728 

46.144 

44.087 

43.384 

42.549 

43.247 

43.048 

41.249 

44.060 

44.767 

45.804 

45.962 

45.461 

44.503 

43.457 

44.804 

46.507 

47.524 

46.875 

47.370 

48.243 

48.976 

49.192 

45.762 

45.021 

44.454 

44.544 

43.888 

43.036 

44.496 

43.885 

43.331 

44.414 

44.182 

42.750 

42.36* 

41.454 

41.597 

40.585 

45.597 

46.731 

47.160 

47.316 

47.891 

47.335 

47.754 

46.836 

47.307 

47.841 

48.992 

49.922 

48.930 

45.531 

44.591 

44.400 

44.401 

43.229 

42.287 

42.506 

41.193 

41.650 

40.339 

40.568 

44.238 

44.026 

45.171 



1.00 38.04 
1.00 29.88 
1.00 36.27 
1.00 39.72 
1.00 38.07 
1.00 39.57 
1.00 41.56 
1.00 33.45 
1.00 42.79 
1.00 46.09 
1.00 46.30 
1.00 48.14 
1.00 52.71 
1.00 62.26 
1.00 62.64 
1.00 68.25 
1.00 42.43 
1.00 40.28 
1.00 38.82 
1.00 40.38 
1.00 41.33 
1.00 42.61 
1.00 37.55 
1.00 37.98 
1.00 36.13 
1.00 34.77 
1.00 35.20 
1.00 36.51 
1.00 33.64 
1.00 30.96 
1.00 34.36 
1.00 36.22 
1.00 36.92 
1.00 40.62 
1.00 33.02 
1.00 39.52 
1.00 46.03 
1.00 48.84 
1.00 53.38 
1.00 39.03 
1.00 37.04 
1.00 36.03 
1.00 32.23 
1.00 32.31 
1.00 35.44 
1.00 40.04 
1.00 39.71 
1.00 42.35 
1.00 43.98 
1.00 48.43 
1.00 46.90 
1.00 50.65 
1.00 37.95 
1.00 34.08 
1.00 32.61 
1.00 32.67 
1.00 32.46 
1.00 32.48 
1.00 30.74 
1.00 28.48 
1.00 29.80 
1.00 26.94 
1.00 30.80 
1.00 31.39 
1.00 33.60 
1.00 34.71 



1DIK1599 

1DIK1600 

1DIK1601 

1DIK1602 

1DIK1603 

1DIK1604 

1DIK1605 

1DIK1606 

1DIK1607 

1DIK1608 

1DIK1609 

1DIK1610 

1DIK1611 

1DIK1612 

1DIK1613 

1DIK1614 

1DIK1615 

1DIK1616 

1DIK1617 

1DIK1618 

1DIK1619 

1DIK1620 

1DIK1621 

1DIK1622 

1DIK1623 

1DIK1624 

1DIK1625 

1DIK 1626 

1DIK1627 

1DIK1628 

1DIK1629 

1DIK1630 

1DIK1631 

1DIK1632 

1DIK1633 

1DIK1634 

1DIK1635 

1DIK1636 

1DIK1637 

1DIK1638 

1DIK1639 

1DIK1640 

1DIK1641 

1DIK1642 

1DIK 1643 

1DIK1644 

1DIK1645 

1DIK1646 

1DIK1647 

1DIK1648 

1DIK1649 

1DIK1650 

1DIK1651 

1DIK1652 

1DIK1653 

1DIK1654 

1DIK1655 

1DIK1656 

1DIK1657 

1DIK1658 

1DIK1659 

1DIK1660 

1DIK1661 

1DIK1662 

1DIK 1663 ciO O OC 

1DIH664 rib. 0-25 



In re Application of: Dirk KOSTREWA, ef al. 
Parent Serial No.: 10/062,848 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



1573 0 

1574 CB 

1575 0G1 

1576 CG2 

1577 N 

1578 CA 

1579 C 

1580 0 

1581 CB 

1582 N 

1583 CA 

1584 C 

1585 0 

1586 CB 

1587 0G1 

1588 CG2 

1589 N 

1590 CA 

1591 C 

1592 0 

1593 CB 
.594 CG 
.595 CD1 
.596 CD2 
.597 CE1 
.598 CE2 

599 CZ 

600 N 

601 CA 

602 C 

603 0 
.604 CB 

605 CGI 

606 CG2 

607 N 

608 CA 



609 
610 



611 CB 

612 CG 

613 CD 

614 N 



615 CA 
C 
0 



1616 
1617 

1618 CB 

1619 OG 

1620 N 

1621 CA 

1622 C 

1623 0 

1624 CB 

1625 CGI 

1626 CG2 

1627 CD1 

1628 N 

1629 CA 

1630 C 

1631 0 

1632 CB 

1633 CG 

1634 CD 

1635 NE 

1636 CZ 

1637 NH1 

1638 NH2 



For: 

THR 209 

THR 209 

THR 209 

THR 209 

ALA 210 

ALA 210 

ALA 210 

ALA 210 

ALA 210 

THR 211 

THR 211 

THR 211 

THR 211 

THR 211 

THR 211 

THR 211 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

PHE 212 

VAL 213 

VAL 213 

VAL 213 

VAL 213 

VAL 213 

VAL 213 

VAL 213 

PRO 214 

PRO 214 

PRO 214 

PRO 214 

PRO 214 

PRO 214 

PRO 214 

SER 215 

SER 215 

SER 215 

SER 215 

SER 215 

SER 215 

ILE 216 

ILE 216 

ILE 216 

ILE 216 

ILE 216 

ILE 216 

ILE 216 

ILE 216 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 

ARG 217 



MODIFIED PHYTASES 



-13.415 
-13.280 
-13.295 
-12.919 
-12.193 
-12.504 
-12.126 
-12.801 
-11.781 
-11.067 
-10.610 
-11.462 
-11.188 
-9.170 
-9.190 
-8.297 
-12.473 
-13.280 
-14.736 
-15.577 
-12.583 
-12.772 
-12.017 
-13.724 
-12.213 
-13.926 
-13.170 
-15.045 
-16.414 
-17.424 
-18.554 
-16.449 
-17.854 
-15.592 
-17.041 
-17.969 
-18.707 
-19.922 
-17.067 
-16.114 
-15.753 
-17.992 
-18.619 
-19.661 
-20.767 
-17.584 
-16.463 
-19.297 
-20.199 
-21.446 
-22.578 
-19.532 
-18.194 
-20.446 
-17.423 
-21.231 
-22.326 
-23.283 
-24.508 
-21.798 
-22.910 
-22.379 
-21.418 
-21.677 
-22.879 
-20.713 



39.954 

36.904 

36.072 

36.057 

38.693 

39.505 

40.977 

41.876 

38.954 

41.222 

42.581 

43.431 

44.629 

42.583 

42.206 

41.590 

42.858 

43.659 

43.224 

44.041 

43.755 

42.534 

41.382 

42.538 

40.252 

41.417 

40.273 

41.954 

41.458 

41.996 

42.341 

39.905 

39.405 

39.403 

42.076 

42.585 

43.889 

43.978 

42.749 

41.600 

41.702 

44.887 

46.154 

45.910 

46.451 

47.123 

47.219 

45.093 

44.757 

44.086 

44.429 

43.797 

44.372 

43.596 

43.463 

43.136 

42.415 

43.390 

43.263 

41.415 

40.737 

39.772 

40.352 

41.336 

41.908 

41.754 



44.963 

43.844 

45.004 

42.631 

46.376 

47.557 

47.342 

47.849 

48.770 

46.576 

46.310 

45.341 

45.192 

45.769 

44.388 

46.537 

44.683 

43.749 

43.559 

43.190 

42.371 

41.491 

41.689 

40.469 

40.883 

39.661 

39.869 

43.798 

43.637 

44.676 

44.322 

43.611 

43.418 

42.489 

45.966 

46.989 

46.624 

46.813 

48.207 

48.040 

46.578 

46.103 

45.698 

44.615 

44.671 

45.136 

45.991 

43.627 

42.529 

43.104 

42.734 

41.512 

41.032 

40.334 

40.073 

44.016 

44.661 

45.348 

45.220 

45.689 

46.468 

47.495 

48.438 

49.303 

49.355 

50.120 



1.00 36.94 
1.00 32.70 
1.00 36.54 
1.00 31.98 
1.00 37.10 
1.00 37.69 
1.00 39.15 
1.00 42.92 
1.00 31.71 
1.00 36.88 
1.00 36.47 
1.00 35.57 
1.00 37.01 
1.00 37.77 
1.00 40.97 
1.00 35.34 
1.00 29.14 
1.00 24.90 
1.00 27.12 
1.00 31.27 
1.00 25.16 
1.00 26.99 
1.00 24.61 
1.00 29.36 
1.00 26.98 
1.00 23.41 
1.00 24.28 
1.00 26.22 
1.00 26.85 
1.00 31.61 
1.00 30.84 
1.00 22.75 
1.00 16.76 
1.00 20.78 
1.00 33.45 
1.00 33.40 
1.00 31.74 
1.00 34.40 
1.00 36.14 
1.00 37.34 
1.00 34.24 
1.00 29.66 
1.00 31.11 
1.00 30.62 
LOO 29.20 
1.00 33.71 
1.00 47.07 
1.00 29.96 
1.00 27.85 
1.00 29.12 
1.00 28.40 
1.00 24.43 
1.00 25.18 
1.00 24.08 
1.00 19.59 
1.00 32.27 
1.00 33.05 
1.00 34.41 
1.00 34.77 
1.00 32.26 
1.00 28.72 
1.00 33.69 
1.00 37.21 
1.00 38.84 
1.00 34.37 
1.00 35.90 



1DIK 1665 
1DIK 1666 
1DIK 1667 
1DIK 1668 
1DIK 1669 
1DIK 1670 
1DIK 1671 
1DIK 1672 
1DIK 1673 
1DIK 1674 
1DIK 1675 
1DIK 1676 
1DIK 1677 
1DIK 1678 
1DIK 1679 
1DIK 1680 
1DIK 1681 
1DIK 1682 
1DIK 1683 
1DIK 1684 
1DIK 1685 
1DIK 1686 
1DIK 1687 
1DIK 1688 
1DIK 1689 
1DIK 1690 
1DIK 1691 
1DIK 1692 
1DIK 1693 
1DIK 1694 
1DIK 1695 
1DIK 1696 
1DIK 1697 
1DIK 1698 
1DIK 1699 
1DIK 1700 
1DIK 1701 
1DIK 1702 
1DIK 1703 
1DIK 1704 
1DIK 1705 
1DIK 1706 
1DIK 1707 
1DIK 1708 
1DIK 1709 
1DIK 1710 
1DIK 1711 
1DIK 1712 
1DIK 1713 
1DIK 1714 
1DIK 1715 
1DIK 1716 
1DIK 1717 
1DIK 1718 
1DIK 1719 
1DIK 1720 
1DIK 1721 
1DIK 1722 
1DIK 1723 
1DIK 1724 
1DIK 1725 
1DIK 1726 
1DIK 1727 
1DIK 1728 
1DIK 1729 
1DIK 1730 



FIG. 8-26 



In re Application of: Dirk KOSTREWA, et al. 









Parent Serial No.: 


10/062,848 












For: 






MODIFIED PHYTASES } 




ATOM 


1639 


N 


GLN 


218 


-22.729 


AA 3RQ 
44 . 037 


At fi73 
40. U /J 


1 AA 39 QS 
l.UU JZ.7J 


1DIK1731 


ATOM 


1640 


CA 


GLN 


218 


-23.562 


as 3R9 

43 t 03Z 


At 7AQ 
40. /47 


1 AA 3A 1Q 
l.UU JO.I7 


1DIK1732 


ATOM 


1641 


C 


GLN 


218 


-24.392 


At 179 
40. ill 


AS lt\ 
43. JOO 


1 AA 3fi AS 
l.UU 00.43 


1DIK1733 


ATOM 


1642 


O 


GLN 


218 


-25.565 


At ARA 
40.43U 


At (\lt 
40 .UZO 


1 AA 3£ tl 
l.UU jO.OZ 


1DIK1734 


ATOM 


1643 


CB 


GLN 


218 


-22.715 


At 97R 


A7 £17 
4/ .01/ 


1 AA 37 Al 
l.UU j/.UI 


1DIK1735 


ATOM 


1644 


CG 


GLN 


218 


-22.118 


4 C CO* 

43.3/4 


Afl Q1Q 
40. oil 


1 AA Al A3 
l.UU 4Z.UJ 


1DIK1736 


ATOM 


1645 


CD 


GLN 


218 


-21.371 


At R1Q 
40. 3i7 


AQ 797 
47. li 1 


1 AA AA ft9 
l.UU 44. oZ 


1DIK1737 


ATOM 


1646 


OE1 


GLN 


218 


-21.019 


4/ .001 


AQ 33R 

47 .003 


1 AA A7 Q7 
l.UU 4/ .7/ 


1DIK1738 


ATOM 


1647 


NE2 


GLN 


218 


-21.123 


At AR3 
40.U00 


RA QRR 

JU a 7 J J 


1 AA AQ tA 
l.UU 47.04 


1DIK1739 


ATOM 


1648 


N 


ARG 


219 


-23.799 


At RAR 
40.340 


AA £9Q 
44 .OZ7 


1 AA 3A 3Q 
l.UU j4.j7 


1DIK1740 


ATOM 


1649 


CA 


ARG 


219 


-24.529 


Al 313 
4/ .010 


A3 tlA 
40.0Z4 


1 AA 31 tl 
l.UU jI.OZ 


1DIK1741 


ATOM 


1650 


C 


ARG 


219 


-25.691 


At Aft7 
40.40 / 


A3 AQ1 
40.U71 


1 AA 33 AQ 
l.UU JJ.47 


1DIK1742 


ATOM 


1651 


O 


ARG 


219 


-26.813 


At QRA 
40. 704 


A9 QP9 
4Z . 7flZ 


1 AA 3A 3A 
l.UU j4.j4 


1DIK1743 


ATOM 


1652 


CB 


ARG 


219 


-23.618 


Al 799 
4 / • Hi 


A9 A7A 
4Z .4 /U 


1 AA 9Q Q1 
l.UU Z7.0I 


1DIK1744 


ATOM 


1653 


CG 


ARG 


219 


-24.290 


Aft tOt 
40. OZO 


Al AAt 
41.440 


1 AA 97 77 
l.UU 11,11 


1DIK1745 


ATOM 


1654 


CD 


ARG 


219 


-23.291 


AO 191 
47. Ill 


AA A1A 
4U.41U 


1 AA OQ 93 
l.UU ZO.Zj 


1DIK1746 


ATOM 


1655 


NE 


ARG 


219 


-22.904 


Aft A71 
40. U/ 1 


3Q Atl 
J7.40Z 


1 AA 97 tl 
l.UU Z/.O/ 


1DIK 1747 


ATOM 


1656 


CZ 


ARG 


219 


-21.656 


AT tS(\ 
4 / .03U 


70 ISA 
07.Z34 


1 AA 90 17 
l.UU Z7.I/ 


1DIK1748 


ATOM 


1657 


NH1 


ARG 


219 


-20.638 


AQ 1£Q 
40 » 107 


30 Q33 

J7.7JJ 


1 AA 91 CA 
1«UU Z1.3U 


1DIK1749 


ATOM 


1658 


NH2 


ARG 


219 


-21.423 


At £QQ 

40 . 070 


3fl 3GA 
jo. jOU 


1 AA 39 1ft 
l.UU JZ.lo 


1DIK1750 


ATOM 


1659 


N 


LEO 


220 


-25.437 


AS 993 
43. ZZO 


A9 ItS 
4Z. /Oj 


1 AA 39 S(\ 
l.UU jZ.jU 


1DIK1751 


ATOM 


1660 


CA 


LEO 


220 


-26.504 


AA 377 
44. 0/ / 


A9 9A3 
4Z . Z4 j 


1 AA 33 AQ 
l.UU JJ.47 


1DIK1752 


ATOM 


1661 


C 


LEO 


220 


-27.609 


AA 1AA 
44. 1U4 


A3 9AA 
43 .ZOU 


1 AA 39 Al 
l.UU jZ.41 


1DIK1753 


ATOM 


1662 


O 


LEO 


220 


-28.790 


AA 193 
44 • 1ZO 


A9 QA1 
4Z.7U1 


1 AA 9Q RR 
l.UU Z7.3o 


1DIK1754 


ATOM 


1663 


CB 


LEO 


220 


-25.948 


A3 AA3 
40.U40 


A1 797 
41. HI 


1 AA 3A A1 
l.UU 04.41 


1DIK1755 


ATOM 


1664 


CG 


LEO 


220 


-25.043 


A3 Aftl 
40.U01 


AA AQA 
4U.474 


1 AA It R1 
l.UU 00.31 


1DIK1756 


ATOM 


1665 


CD1 


LEO 


220 


-24.636 


A1 tSl 
41. OD/ 


AA 13fl 
4U. loo 


1 AA IS 01 
l.UU 03.7/ 


1DIK1757 


ATOM 


1666 


CD2 


LEO 


220 


-25.758 


A3 7R3 
40. /3j 


3Q 331 
J7. jj! 


1 AA 97 QA 
l.UU Z/.oU 


1DIK1758 


ATOM 


1667 


N 


GLO 


221 


-27.233 


A3 PAD 
40.o4o 


AA SM 
44.31/ 


1 AA IS OQ 
l.UU 0D.70 


1DIK1759 


ATOM 


1668 


CA 


GLO 


221 


-28.213 


A3 RCA 
4O.30U 


AS Sit 
43.3/0 


1 nn 3Q on 
l.UU oo.zU 


1DIK1760 


ATOM 


1669 


C 


GLO 


221 


-29.100 


AA 771 
44. Ill 


43. /73 


1 AA 30 Ql 
l.UU 07.0/ 


1DIK1761 


ATOM 


1670 


O 


GLO 


221 


-30.302 


AA tAt 
44.040 


At (\A1 
40.U4Z 


1 AA /IA OA 

l.UU 4U.ZU 


1DIK1762 


ATOM 


1671 


CB 


GLO 


221 


-27.519 


A3 170 
40. 1/7 


At API 
40. OOl 


1 AA IS 73 
l.UU jj./j 


1DIK1763 


ATOM 


1672 


CG 


GLO 


221 


-26.800 


Al RAR 
41.040 


At RU 
40.010 


1 AA 30 00 
l.UU 07. Li 


1DIK1764 


ATOM 


1673 


CD 


GLO 


221 


-26.340 


Al Ut 
41.040 


AQ Mt 
40.1/0 


1 AA AO Q1 
l.UU 4Z.71 


1DIK1765 


ATOM 


1674 


OE1 


GLO 


221 


-25.555 


A9 ARA 
4Z .U34 


Aft ftfil 
4o.o01 


1 Aft A3 AQ 
l.UU 40.47 


1DIK1766 


ATOM 


1675 


OE2 


GLO 


221 


-26.770 


Afl 93A 
4U.Z04 


Aft SSI 
40.33/ 


1 AA A1 RQ 
l.UU 41.37 


1DIK1767 


ATOM 


1676 


N 


ASN 


222 


-28.486 


AS QA3 
43. 740 


AS KftQ 
43.O07 


1 AA A1 AQ 
l.UU 41.47 


1DIK1768 


ATOM 


1677 


CA 


ASN 


222 


-29.182 


A7 9Aft 
4/.ZU0 


AS ftA1 
43.041 


1 AA AS SA 
l.UU 43.34 


1DIK1769 


ATOM 


1678 


C 


ASN 


222 


-30.139 


A7 RK 
4/.313 


AA til 
44.0/Z 


1 AA A3 33 
l.UU 40.00 


1DIK1770 


ATOM 


1679 


O 


ASN 


222 


-31.257 


A7 071 
4/. 3/1 


AA QA3 
44.1JUO 


1 AA >l C 00 
l.UU 43.00 


1DIK1771 


ATOM 


1680 


CB 


ASN 


222 


-28.158 


Afl 39Q 

40. j/y 


At A17 
40. Ul/ 


1 AA SA AA 
l.UU 34. UU 


1DIK1772 


ATOM 


1681 


CG 


ASN 


222 


-28.797 


AO 7fl1 
47. /Ul 


At A01 
40.U71 


1 Aft tl tS 

l.UU bZ.oo 


1DIK1773 


ATOM 


1682 


OD1 


ASN 


222 


-28.256 


ra tis 

3U.0/3 


AS RRQ 
43. 33o 


1 AA tQ AO 
l.UU 00.47 


1DIK1774 


ATOM 


1683 


ND2 


ASN 


222 


-29.951 


AQ 7Q3 
47. /To 


At 1S1 
40. /3Z 


1 AA tt 3A 
l.UU 00. OU 


1DIK1775 


ATOM 


1684 


N 


ASP 


223 


-29.715 


Al 9fift 
4/ .Zoo 


A3 A33 
40.400 


1 AA Al AQ 
l.UU 41. U7 


1DIK1776 


ATOM 


1685 


CA 


ASP 


223 


-30.562 


A7 R91 
4/ .3Z1 


A9 ISt 
4Z *Z30 


1 AA 37 OA 
l.UU O/.ZU 


1DIK1777 


ATOM 


1686 


C 


ASP 


223 


-31.655 


At AQ9 
4D.40Z 


A9 A99 
4Z iUZZ 


1 AA Oft 1 1 
l.UU 00.11 


1DIK1778 


ATOM 


1687 


O 


ASP 


223 


-32.712 


At QflQ 
40.0U7 


Al AQO 
41.40Z 


1 AA 30 AO 
l.UU 07. 4Z 


1DIK1779 


ATOM 


1688 


CB 


ASP 


223 


-29.717 


A7 t\t 
4/ .000 


AA QQA 

4U.77U 


1 AA IS RA 
l.UU 03.3U 


1DIK1780 


ATOM 


1689 


CG 


ASP 


223 


-28.772 


Afl Q91 
40 » BZ1 


Al A1 7 
41. Ul/ 


1 AA 3ft RA 
l.UU jo.jU 


1DIK1781 


ATOM 


1690 


OD1 


ASP 


223 


-28.977 


AQ 7R3 
47. /30 


ai iit 

41.0Z0 


1 AA AA Rft 
l.UU 4U.30 


1DIK1782 


ATOM 


1691 


OD2 


ASP 


223 


-27.811 


Aft Q97 
40. OZ / 


AA 99A 
4U./ZU 


1 Aft Al 1/1 
l.UU 41.14 


1DIK1783 


ATOM 


1692 


N 


LEO 


224 


-31.412 


AR 931 
43.Z01 


A9 AAR 
4Z.4U3 


1 Aft /IA OR 
l.UU 4U.03 


1DIK1784 


ATOM 


1693 


CA 


LEO 


224 


-32.427 


AA 1flQ 
44 . 100 


A9 939 
4Z.ZJZ 


1 Aft AR 31 
l.UU 43.01 


1DIK1785 


ATOM 


1694 


C 


LEO 


224 


-32.971 


A3 7QQ 
40 . /TO 


A3 AAA 
4J.0U4 


1 AA AQ 1A 
l.UU 47. 1U 


1DIK1786 


ATOM 


1695 


O 


LEO 


224 


-32.732 


A9 6RR 
4Z .003 


AA A77 
44. U/ / 


1 AA RO tl 
l.UU 3Z.0Z 


1DIK1787 


ATOM 


1696 


CB 


LEO 


224 


-31.835 


A9 QRfi 
4Z . 7 JO 


Al RA3 
41 . 34 j 


1 AA A9 3A 
l.UU 4Z.0U 


1DIK1788 


ATOM 


1697 


CG 


LEO 


224 


-31.389 


A3 OAQ 

4 J . U07 


AA Afifi 

4v • UOO 


1 AA AA A9 
l.UU 4U.UZ 


1DIK1789 


ATOM 


1698 


CD1 


LEO 


224 


-30.443 


A1 Q9R 

41 . 7Z J 


30 77A 
J7 . / /U 


1 AA 37 RQ 
l.UU 07.07 


1DIK1790 


ATOM 


1699 


CD2 


LEO 


224 


-32.594 


43.046 


39.173 


1.00 37.37 


1DIK1791 


ATOM 


1700 


N 


SER 


225 


-33.701 


44.721 


44.232 


1.00 50.58 


1DIK1792 


ATOM 


1701 


CA 


SER 


225 


-34.283 


44.522 


45.564 


1.00 49.16 


1DIK1793 


ATOM 




C 


SER 


225 


-34.977 


43.185 


45.737 


1.00 45.74 


1DIK 1794 


ATOM 


1703 


0 


SER 


225 


-35.844 


42.816 


44.944 


1.00 45.28 


1DIK1795 r-i^ Q OT 


ATOM 


1704. 


CB 


SER 


225 


-35.280 


45.639 


45.880 . 


1.00 51.40 


1DIK1796 rib. o-Zf 



In re Application of: Dirk KOSTREWA, er al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



1705 OG 

1706 N 

1707 CA 

1708 C 

1709 0 

1710 N 

1711 CA 

1712 C 

1713 0 

1714 CB 

1715 CGI 

1716 CG2 

1717 N 

1718 CA 



1719 
1720 



1721 CB 

1722 0G1 

1723 CG2 

1724 N 

1725 CA 

1726 C 

1727 O 

1728 CB 

1729 CG 

1730 CD1 

1731 CD2 

1732 N 

1733 CA 



1734 
1735 



1736 CB 

1737 OG1 

1738 CG2 

1739 N 

1740 CA 

1741 C 

1742 O 

1743 CB 

1744 CG 

1745 OD1 

1746 OD2 

1747 N 

1748 CA 



1749 
1750 



1751 CB 

1752 OG1 

1753 CG2 

1754 N 

1755 CA 

1756 C 

1757 O 

1758 CB 

1759 CG 

1760 CD 

1761 OE1 

1762 OE2 

1763 N 

1764 CA 

1765 C 

1766 O 

1767 CB 

1768 CGI 

1769 CG2 

1770 N 



SER 225 

GLY 226 

GLY 226 

GLY 226 

GLY 226 

VAL 227 

VAL 227 

VAL 227 

VAL 227 

VAL 227 

VAL 227 

VAL 227 

THR 228 

THR 228 

THR 228 

THR 228 

THR 228 

THR 228 

THR 228 

LEU 229 

LEU 229 

LEU 229 

LEU 229 

LEU 229 

LEU 229 

LEU 229 

LEU 229 

THR 230 

THR 230 

THR 230 

THR 230 

THR 230 

THR 230 

THR 230 

ASP 231 

ASP 231 

ASP 231 

ASP 231 

ASP 231 

ASP 231 

ASP 231 

ASP 231 

THR 232 

THR 232 

THR 232 

THR 232 

THR 232 

THR 232 

THR 232 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

GLU 233 

VAL 234 

VAL 234 

VAL 234 

VAL 234 

VAL 234 

VAL 234 

VAL 234 

THR 235 



-34.660 

-34.591 

-35.196 

-34.226 

-34.461 

-33.119 

-32.108 

-30.903 

-30.485 

-31.676 

-30.316 

-32.721 

-30.371 

-29.166 

-28.234 

-28.679 

-29.412 

-29.990 

-30.339 

-26.957 

-25.991 

-24.689 

-24.302 

-25.664 

-26.790 

-26.254 

-27.334 

-24.011 

-22.729 

-21.743 

-22.119 

-22.466 

-22.463 

-23.552 

-20.493 

-19.478 

-19.312 

-19.186 

-18.138 

-18.147 

-19.042 

-17.254 

-19.324 

-19.188 

-20.280 

-19.994 

-19.210 

-18.074 

-19.163 

-21.525 

-22.637 

-22.500 

-22.923 

-23.970 

-24.262 

-25.539 

-25.716 

-26.366 

-21.916 

-21.718 

-20.779 

-21.031 

-21.139 

-20.669 

-22.202 

-19.712 



46.909 

42.465 

41.173 

40.060 

38.900 

40.422 

39.465 

39.493 

40.560 

39.750 

39.167 

39.189 

38.307 

38.159 

37.336 

36.394 

37.398 

36.116 

38.177 

37.689 

36.988 

36.735 

37.520 

37.848 

38.240 

39.233 

37.014 

35.643 

35.359 

35.959 

36.265 

33.838 

33.260 

33.151 

36.131 

36.674 

35.794 

36.303 

36.827 

37.956 

38.825 

37.976 

34.479 

33.520 

33.679 

33.663 

32.075 

31.896 

31.037 

33.835 

33.978 

35.196 

35.162 

34.029 

32.784 

32.893 

33.897 

31.961 

36.270 

37.471 

37.131 

37.532 

38.631 

39.790 

39.114 

36.383 



45.793 

46.781 

47.040 

46.731 

47.051 

46.108 

45.727 

46.670 

47.135 

44.252 

43.947 

43.297 

46.963 

47.785 

46.893 

46.235 

49.124 

48.867 

50.021 

46.862 

46.022 

46.771 

47.630 

44.799 

43.850 

42.860 

43.143 

46.447 

47.072 

46.083 

44.944 

47.178 

45.870 

47.997 

46.494 

45.592 

44.344 

43.227 

46.313 

47.321 

47.233 

48.202 

44.544 

43.458 

42.416 

41.222 

44.010 

44.856 

42.894 

42.856 

41.919 

41.016 

39.872 

42.660 

43.483 

44.298 

45.041 

44.188 

41.529 

40.730 

39.555 

38.409 

41.599 

40.719 

42.574 

39.830 



1.00 58.48 
1.00 42.17 
1.00 43.89 
1.00 44.37 
1.00 47.89 
1.00 42.94 
1.00 43.07 
1.00 41.79 
1.00 41.57 
1.00 45.33 
1.00 44.28 
1.00 44.62 
1.00 40.83 
1.00 39.67 
1.00 37.22 
1.00 33.46 
1.00 41.63 
1.00 44.83 
1.00 43.36 
1.00 36.42 
1.00 35.85 
1.00 36.00 
1.00 37.29 
1.00 35.69 
1.00 31.77 
1.00 32.31 
1.00 31.68 
1.00 33.91 
1.00 34.10 
1.00 34.69 
1.00 32.68 
1.00 34.26 
1.00 30.93 
1.00 31.47 
1.00 37.66 
1.00 39.60 
1.00 40.76 
1.00 43.31 
1.00 39.61 
1.00 44.99 
1.00 45.50 
1.00 49.54 
1.00 38.28 
1.00 34.10 
1.00 32.21 
1.00 34.55 
1.00 34.37 
1.00 35.55 
1.00 26.21 
1.00 28.27 
1.00 29.61 
1.00 27.81 
1.00 30.27 
1.00 32.29 
1.00 38.65 
1.00 41.41 
1.00 39.47 
1.00 43.44 
1.00 26.78 
1.00 27.81 
1.00 28.07 
1.00 27.61 
1.00 29.25 
1.00 26.00 
1.00 23.62 
1.00 25.71 



1DIK1797 
1DIK1798 
1DIK1799 
1DIK1800 
1DIK1801 
1DIK1802 
1DIK1803 
1DIK1804 
1DIK1805 
1DIK1806 
1DIK1807 
1DIK1808 
1DIK1809 
1DIK1810 
1DIK1811 
1DIK1812 
1DIK1813 
1DIK1814 
1DIK1845 
1DIK1816 
1DIK1817 
1DIK1818 
1DIK1819 
1DIK1820 
1DIK1821 
1DIK1822 
1DIK1823 
1DIK1824 
1DIK1825 
1DIK1826 
1DIK1827 
1DIK1828 
1DIK1829 
1DIK1830 
1DIK1831 
1DIK1832 
1DIK1833 
1DIK1834 
1DIK1835 
1DIK1836 
1DIK1837 
1DIK1838 
1DIK1839 
1DIK1840 
1DIK1841 
1DIR1842 
1DIK1843 
1DIK1844 
1DIK1845 
1DIK1846 
1DIK1847 
1DIK1848 
1DIK1849 
1DIK1850 
1DIK1851 
1DIK1852 
1DIK1853 
1DIK1854 
1DIK1855 
1DIK1856 
1DIK1857 
1DIK1858 
1DIK1859 
1DIK1860 
1DIK1861 
1DIK1862 



FIG. 8-28 



In re Application of: Dirk KOSTREWA, et al. 



Parent Serial No.: 



10/062,848 









For: 






MODIFIED PHYTASES 


ATOM 


1771 


CA 


THR 


235 


-18,784 


3R QQ1 


3ft 773 
JO. / / J 


1 OO 97 S3 


ATOM 


1772 


C 


THR 


235 


-19.506 


3H 104 
JD.1U4 


37 79ft 

J / • /ZO 


1 OO 7Q 77 
l.UU Zo.Z/ 


ATOM 


1773 


O 


THR 


235 


-19.098 


35 06C 
jJ.UOj 


36 565 
JO. jOj 


1 OO OT OC 
l.UU Z/.Uj 


ATOM 


1774 


CB 


THR 


235 


-17.513 


3H 077 


30 39Q 
j j . jLj 


1 OO 76 76 
l.UU ZO./O 


ATOM 


1775 


OG1 THR 


235 


-17.866 


33 QOft 

JJ • JJO 


3Q ft76 


1 OO 7Q R3 
l.UU Zo.JJ 


ATOM 


1776 


CG2 


THR 


235 


-16.859 


36 1 0A 
JO . IU*i 


40 416 
4U.410 


1 OO 97 77 
l.UU Z/./J 


ATOM 


1777 


N 


TYR 


236 


-20.575 


34 406 
. 4U0 


3ft 190 

JO . IZj 


1 OO 97 70 
l.UU 11 . Ij 


ATOM 


1778 


CA 


TYR 


236 


-21.339 


33 R77 


37 1ftft 
j / • 100 


1 00 97 40 
l.UU Z/.4? 


ATOM 


1779 


C 


TYR 


236 


-22.024 


34 4qo 

j4.4;JU 


36 171 
jO. 1 /I 


1 00 9ft 77 
l.UU Zo.// 


ATOM 


1780 


O 


TYR 


236 


-22.106 


34 165 
j4 • 10 J 


34 QftO 


1 00 30 9ft 
l.UU jU.Zo 


ATOM 


1781 


CB 


TYR 


236 


-22.405 


39 741 

jZ » /41 


37 OOft 

J / • JVQ 


1 00 9ft R1 
l.UU Zo.jI 


ATOM 


1782 


CG 


TYR 


236 


-21.873 


31 RftQ 

Jl. JQJ 


3ft 775 
JO. / j j 


1 00 31 6R 
l.UU jI.Oj 


ATOM 


1783 


CD1 


TYR 


236 


-20.517 


31 943 
j1.Z4j 


3fl 711 
JO. /II 


1 00 39 79 
l.UU jZ./Z 


ATOM 


1784 


CD2 


TYR 


236 


-22.733 


3A ft3fl 
jU.ojO 


3Q 546 
Jy . jtO 


1 00 33 AC 
l.UU jj .40 


ATOM 


1785 


CE1 


TYR 


236 


-20.030 


3fl 1ft1 
jU.lol 


30 471 
J7.4/1 


1 00 33 O/l 

l.UU JJ.Z4 


ATOM 


1786 


CE2 TYR 


236 


-22.258 


OQ 76ft 
Ij . 700 


40 715 
4U. jIj 


1 oo 3c n 
l.UU JD.l/ 


ATOM 


7187 


CZ 


TYR 


236 


-20.904 


9Q 446 
Zj.440 


40 771 
4U.Z li 


1007013 

i.uu jy.ij 


ATOM 


1788 


OH 


TYR 


236 


-20.422 


Oft 3Q3 

ZO . JjJ 


41 075 
41.UZD 


1 00 43 30 
l.UU 4J.JZ 


ATOM 


1789 N 


LEO 


237 


-22.513 


3R 639 
jj .OJZ 


36 656 
jO.OjO 


1 00 70 13 

i.uu zy.u 


ATOM 


1790 


CA- 


LEU 


237 


-23.179 


36 634 
JO. Oj4 


35 ftlft 
JJ. Olo 


1 00 97 67 
l.UU Z/.oj 


ATOM 


1791 


C 


LEU 


237 


-22.173 


37 939 

J / • Z J / 


34 ft49 
j4.q4Z 


1 00 77 17 
l.UU Z/ .1/ 


ATOM 


1792 


O 


LEU 


237 


-22.506 


37 «;97 
0/ »DZ/ 


33 6QQ 


1 00 30 67 
l.UU jU.D/ 


ATOM 


1793 


CB 


LEU 


237 


-23.813 


37 734 
J / . / J4 


36 6ft9 
jO.OoZ 


1 00 9Q 77 
l.UU ZD.// 


ATOM 


1794 


CG 


LEU 


237 


-25.081 


37 397 
J / . jZ 1 


37 447 
J/.44/ 


1 00 77 00 
l.UU ZZ.oo 


ATOM 


1795 


CD1 


LEU 


237 


-25.528 


3ft AIR 
J0.41D 


3ft 491 
J0.4Z1 


1 00 7/1 36 
l.UU Z4.JO 


ATOM 


1796 


CD2 


LEU 


237 


-26.165 


37 036 
j / . U JO 


36 4CC 
J0.4DD 


1 oo n n 
l.UU l/./l 


ATOM 


1797 


N 


MET 


238 


-20.940 


37 473 


3C OQC 

jj.zob 


1 Art 0>l 00 

l.UU z4«j? 


ATOM 


1798 


CA 


MET 


238 


-19.918 


37 OAQ 


34 403 
J4.4U.J 


1 no oc oo 

l.UU Z3.J/ 


ATOM 


1799 


C 


MET 


238 


-19.575 


jO . ooZ 


33 3CO 
JJ. JJ? 


1 00 OQ 10 

l.UU Zo.lZ 


ATOM 


1800 


O 


MET 


238 


-19.335 


37 9in 
j / .Z1U 


39 10C 
jZ. IjD 


1 00 31 00 
l.UU J1.20 


ATOM 


1801 


CB 


MET 


238 


-18.684 


3ft 3Cft 
jo . J Do 


35 903 
jj.ZUj 


1 00 01 01 

l.UU Z1.U1 


ATOM 


1802 


CG 


MET 


238 


-18.967 


3Q RA4 
J DU4 


36 14fl 
jO. 14o 


1 00 1Q R6 
l.UU lo.DO 


ATOM 


1803 


SD 


MET 


238 


-17.500 


4fl 1ft3 
ftU . IOj 


36 OK 

JO. JLJ 


1 00 06 QR 
l.UU ZO.OJ 


ATOM 


1804 


CE 


MET 


238 


-16.964 


41 3Q6 
41. j^O 


35 6Q1 


1 00 00 Q1 

l.UU ZU.ol 


ATOM 


1805 


N 


ASP 


239 


-19.562 


35 60ft 
jj « OUq 


33 764 
jj. /04 


1 00 00 00 

l.UU z?.z/ 


ATOM 


1806 


CA 


ASP 


239 


-19.268 


34 407 


39 ft3ft 
jZ.oJo 


1 00 OQ 10 

l.UU Zo.lZ 


ATOM 


1807 


C 


ASP 


239 


-20.314 


34 4ft6 


31 797 
Jl. ill 


1 00 06 C1 
l.UU ZO.Dl 


ATOM 


1808 


O 


ASP 


239 


-20.003 


34 01 n 
J4.Z1U 


30 570 


1 00 00 10 

l.UU 11, Ij 


ATOM 


1809 


CB 


ASP 


239 


-19.340 


33 19Q 
jj.IZj 


33 C >| *> 
jj . j4Z 


1 OA 00 00 

l.UU z/.zz 


ATOM 


1810 


CG 


ASP 


239 


-18.144 


39 Q36 
jZ.qjO 


34 44Q 


1 00 OA (\A 

l.UU Z4.U4 


ATOM 


1811 


OD1 ASP 


239 


-17.162 


33 609 
jj . OUZ 


34 461 
j4.401 


1 00 00 00 

l.UU ZZ.Uj 


ATOM 


1812 


OD2 


ASP 


239 


-18.194 


31 ft07 
Jl .BU/ 


3R 167 

JJ. loz 


1 OA 00 QC 

l.UU Z/.oj 


ATOM 


1813 


N 


MET 


240 


-21.557 


34 7ft4 
Oft . /B4 


39 OftO 


1 00 04 64 

l.UU Z4.04 


ATOM 


1814 


CA 


MET 


240 


-22.664 


34 coo 

j4 . OUU 


31 141 
jI.141 


1 00 06 10 
l.UU Zb.l/ 


ATOM 


1815 


C 


MET 


240 


-22.509 


35 ftK 
jj.oIj 


30 01 ft 


1 00 06 10 
l.UU ZO.lo 


ATOM 


1816 


O 


MET 


240 


-23.034 


35 691 
jD.OZI 


7Q 074 
Zo.iJZ4 


1 00 OC 00 

i.uu zj.uy 


ATOM 


1817 


CB 


MET 


240 


-23.984 


35 03Q 
j j . U j 7 


31 ft77 


1 00 00 10 

i.uu zy.iz 


ATOM 


1818 


CG 


MET 


240 


-24.519 


33 ftHQ 

JJ i Q\)j 


39 R01 
jZ . jji 


1 00 00 CO 

l.UU Zo.jU 


ATOM 


1819 


SD 


MET 


240 


-24.873 


39 460 


71 404 


1 00 3>l OO 

l.UU J4.JU 


ATOM 


1820 


CE 


MET 


240 


-26.354 


33 141 
Jj.141 


30 ROR 
jU. DUj 


1 00 OC £0 

l.UU ZD. by 


ATOM 


1821 


N 


CYS 


241 


-21.793 


36 QQO 
jO . Ojj 


30 OQfl 
jU.ZoU 


1 AO OC 00 

l.UU ZD. JU 


ATOM 


1822 


CA 


CYS 


241 


-21.581 


37 010 

j/ .jiU 


70 OC/I 
Z7.ZD4 


1 00 00 00 

l.UU Z/.o? 


ATOM 


1823 


C 


CYS 


241 


-20.931 


37 944 
J / «Z44 


9ft 037 
Zo.UjZ 


1 00 OC ^0 

l.UU ZD.4iJ 


ATOM 


1824 


O 


CYS 


241 


-21.348 


37 ARQ 
j/ AdJ 


76 007 


1 AA OC It 
l.UU ZO./O 


ATOM 


1825 


CB 


CYS 


241 


-20.710 


3Q 040 

J y . U4 J 


90 ft14 
Z7.014 


1 00 04 OQ 
l.UU Z4.5J 


ATOM - 


1826 


SG 


CYS 


241 


-19.856 


40 115 

4U . liJ 


9ft RQft 
ZO . jjo 


1 00 77 44 
l.UU Z/.44 


ATOM 


1827 


N 


SER 


242 


-19.924 


36 490 
00 . 4ZU 


9ft 9Q1 
Zo •LJL 


1 00 OC OQ 
l.UU ZD.Zo 


ATOM 


1828 


CA 


SER 


242 


-19.197 


35 6Qft 
jj.Ojo 


97 9R6 
11 .ZOO 


1 00 OC 73 
1 .UU ZD. / j 


ATOM 


1829 


C 


SER 


242 


-20.072 


34 67Q 
J4 • O / J 


96 R07 
ZD. jU/ 


1 00 76 63 
l.UU ZO.OJ 


ATOM 


1830 O 


SER 


242 


-20.275 


34 7P.6 
J4 . / DO 


9R 9ftQ 

ZD . Z07 


1 00 7C CO 
l.UU ZD.D/ 


ATOM 


1831 


CB 


SER 


242 


-18.003 


34.989 


27.897 


1 00 27 44 


ATOM 


1832 


OG 


SER 


242 


-17.294 


34.219 


26.949 


1.00 39.33 


ATOM 


1833 


N 


PHE 


243 


-20.594 


33.697 


27.238 


1.00 26.85 


ATOM 


1834 


CA 


PHE 


243 


-21.419 


32.642 


26.648 


1.00 26.10 


- ATOM 


1835 


C 


PHE 


243 


-22.663 


33.140 


25.941 


1.00 27.04 


ATOM 


1836 


O 


PHE 


243 


-23.021 


32.637 


24.872 


1.00 26.53 



1DIK1863 

1DIK1864 

1DIK1865 

1DIK1866 

1DIK1867 

1DIK1868 

1DIK1869 

1DIK1870 

1DIK1871 

1DIK1872 

1DIK1873 

1DIK1874 

1DIK1875 

1DIK1876 

1DIK1877 

1DIK1878 

1DIK1879 

1DIK1880 

1DIK1881 

1DIK1882 

1DIK1883 

1DIK1884 

1DIK1885 

1DIK1886 

1DIK1887 

1DIK1888 

1DIK1889 

1DIK1890 

1DIK1891 

1DIK1892 

1DIK1893 

1DIK1894 

1DIK1895 

1DIK1896 

1DIK1897 

1DIK1898 

1DIK1899 

1DIK1900 

1DIK1901 

1DIK1902 

1DIK1903 

1DIK1904 

1DIK1905 - 

1DIK1906 

1DIK1907 

1DIK1908 

1DIK1909 

1DIK1910 

1DIK1911 

1DIK1912 

1DIK1913 

1DIK1914 

1DIK1915 

1DIK1916 

1DIK1917 

1DIK1918 

1DIK1919 

1DIK1920 

1DIK1921 

1DIK1922 

1DIK1923 

1DIK1924 

1DIK1925 

1DIK1926 

WBM FIG. 8-29 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


1837 


CB 


PHE 


243 


-21.818 


31.617 


27.714 


1.00 25.98 


1DIK1929 


ATOM 


1838 


CG 


PHE 


243 


-20.655 


30.845 


28.277 


1.00 26.19 


1DIK1930 


ATOM 


1839 


CD1 


PHE 


243 


-20.075 


29.805 


27.549 


1.00 23.12 


1DIK1931 


ATOM 


1840 


CD2 


PHE 


243 


-20.129 


31.168 


29.530 


1.00 21.56 


1DIK1932 


ATOM 


1841 


CE1 


PHE 


243 


-18.978 


29.093 


28.066 


1.00 25.40 


1DIK1933 


ATOM 


1842 


CE2 


PHE 


243 


-19.042 


30.469 


30.052 


1.00 22.05 


1DIK1934 


ATOM 


1843 


CZ 


PHE 


243 


-18.461 


29.427 


29.319 


1.00 21.32 


1DIK1935 


ATOM 


1844 


N 


ASP 


244 


-23.330 


34.126 


26.529 


1.00 27.71 


1DIK1936 


ATOM 


1845 


CA 


ASP 


244 


-24.537 


34.643 


25.907 


1.00 30.62 


1DIK1937 


ATOM 


1846 


C 


ASP 


244 


-24.235 


35.494 


24.666 


1.00 32.18 


1DIK1938 


ATOM 


1847 


0 


ASP 


244 


-25.120 


35.741 


23.854 


1.00 34.05 


1DIK1939 


ATOM 


1848 


CB 


ASP 


244 


-25.379 


35.428 


26.917 


1.00 27.50 


1DIK1940 


ATOM 


1849 


CG 


ASP 


244 


-26.785 


35.723 


26.404 


1.00 28.82 


1DIK1941 


ATOM 


1850 


ODl ASP 


244 


-27.531 


34.777 


26.077 


1.00 24.13 


1DIK1942 


ATOM 


1851 


OD2 ASP 


244 


-27.149 


36.910 


26.323 


1.00 30.15 


1DIK1943 


ATOM 


1852 


N 


THR 


245 


-22.996 


35.944 


24.510 


1.00 32.39 


1DIK1944 


ATOM 


1853 


CA 


THR 


245 


-22.658 


36.740 


23.343 


1.00 33.50 


1DIK1945 


ATOM 


1854 


C 


THR 


245 


-22.282 


35.850 


22.153 


1.00 38.87 


1DIK1946 


ATOM 


1855 


0 


THR 


245 


-22.911 


35.918 


21.091 


1.00 37.64 


1DIK1947 


ATOM 


1856 


CB 


THR 


245 


-21.511 


37.706 


23.647 


1.00 32.72 


1DIK1948 


ATOM 


1857 


0G1 


THR 


245 


-21.940 


38.652 


24.631 


1.00 37.51 


1DIK1949 


ATOM 


1858 


CG2 


THR 


245 


-21.084 


38.446 


22.394 


1.00 28.33 


1DIK1950 


ATOM 


1859 


N 


ILE 


246 


-21.268 


35.008 


22.335 


1.00 40.95 


1DIK1951 


ATOM 


1860 


CA 


ILE 


246 


-20.803 


34.140 


21.262 


1.00 43.89 


1DIK1952 


ATOM 


1861 


C 


ILE 


246 


-21.590 


32.847 


21.034 


1.00 48.67 


1DIK1953 


ATOM 


1862 


0 


ILE 


246 


-21.151 


31.992 


20.262 


1.00 48.67 


1DIK1954 


ATOM 


1863 


CB 


ILE 


246 


-19.279 


33.826 


21.419 


1.00 41.80 


1DIK1955 


ATOM 


1864 


CGI 


ILE 


246 


-18.988 


33.144 


22.757 


1.00 37.29 


1DIK1956 


ATOM 


1865 CG2 


ILE 


246 


-18.464 


35.125 


21.329 


1.00 43.70 


1DIK1957 


ATOM 


1866 


CD1 


ILE 


246 


-17.508 


33.098 


23.087 


1.00 29.59 


1DIK1958 


ATOM 


1867 


N 


SER 


247 


-22.747 


32.710 


21.688 


1.00 56.97 


1DIK1959 


ATOM 


1868 


CA 


SER 


247 


-23.601 


31.523 


21.534 


1.00 63.90 


1DIK1960 


ATOM 


1869 


C 


SER 


247 


-24.145 


31.424 


20.107 


1.00 70.33 


1DIK1961 


ATOM 


1870 


0 


SER 


247 


-24.503 


30.328 


19.662 


1.00 73.70 


1DIK1962 


ATOM 


1871 


CB 


SER 


247 


-24.787 


31.567 


22.499 


1.00 67.11 


1DIK1963 


ATOM 


1872 


OG 


SER 


247 


-25.783 


32.483 


22.058 


1.00 66.63 


1DIK1964 


ATOM 


1873 


N 


THR 


248 


-24.213 


32.569 


19.411 


1.00 74.67 


1DIK1965 


ATOM 


1874 


CA 


THR 


248 


-24.683 


32.671 


18.015 


1.00 74.94 


1DIK1966 


ATOM 


1875 


C 


THR 


248 


-23.546 


33.054 


17.049 


1.00 76.44 


1DIK1967 


ATOM 


1876 


0 


THR 


248 


-23.272 


34.241 


16.808 


1.00 77.32 


1DIK1968 


ATOM 


1877 


CB 


THR 


248 


-25.810 


33.719 


17.893 


1.00 74.59 


1DIK1969 


ATOM 


1878 


0G1 


THR 


248 


-26.917 


33.299 


18.699 


1.00 74.12 


1DIK1970 


ATOM 


1879 


CG2 THR 


248 


-26.262 


33.888 


16.427 


1.00 72.58 


1DIK1971 


ATOM 


1880 


N 


THR 


253 


-23.919 


38.646 


16.591 


1.00 49.08 


1DIK1972 


ATOM 


1881 


CA 


THR 


253 


-24.110 


39.972 


15.999 


1.00 51.56 


1DIK1973 


ATOM 


1882 


C 


THR 


253 


-24.258 


41.028 


17.100 


1.00 49.54 


1DIK1974 


ATOM 


1883 


0 


THR 


253 


-23.757 


42.146 


16.965 


1.00 49.39 


1DIK1975 


ATOM 


1884 


CB 


THR 


253 


-25.394 


40.051 


15.103 


1.00 52.26 


1DIK1976 


ATOM 


1885 


OG1 


THR 


253 


-25.489 


38.881 


14.282 


1.00 61.78 


1DIK1977 


ATOM 


1886 


CG2 


THR 


253 


-25.344 


41.284 


14.189 


1.00 51.28 


1DIK1978 


ATOM 


1887 


N 


LYS 


254 


-24.941 


40.670 


18.185 


1.00 46.23 


1DIK1979 


ATOM 


1888 


CA 


LYS 


254 


-25.170 


41.610 


19.275 


1.00 45.73 


1DIK1980 


ATOM 


1889 


C 


LYS 


254 


-24.562 


41.222 


20.618 


1.00 42.99 


1DIK1981 


ATOM 


1890 


0 


LYS 


254 


-24.470 


40.044 


20.939 


1.00 45.43 


1DIK1982 


ATOM 


1891 


CB 


LYS 


254 


-26.664 


41.864 


19.410 


1.00 46.12 


1DIK1983 


ATOM 


1892 


CG 


LYS 


254 


-27.214 


42.520 


18.157 


1.00 51.91 


1DIK1984 


ATOM 


1893 CD 


LYS 


254 


-28.671 


42.840 


18.273 


1.00 56.51 


1DIK1985 


ATOM 


1894 


CE 


LYS 


254 


-29.168 


43.456 


16.987 


1.00 60.44 


1DIK1986 


ATOM 


1895 


NZ 


LYS 


254 


-30.576 


43.918 


17.160 


1.00 67.71 


1DIK1987 


ATOM 


1896 


N 


LEU 


255 


-24.141 


42.226 


21.387 


1.00 38.90 


1DIK1988 


ATOM 


1897 


CA 


LEU 


255 


a 1 m 

-23.533 


42.022 


A A TAP 

22.705 


1 A A 0 1 A A 

1.00 33.29 


1 nrir 1 A A A 

1DIK1989 


ATOM 


1898 C 


LEU 


255 


-24.584 


41.661 


23.751 


1.00 32.90 


1DIK1990 


ATOM 


1899 


0 


LEU 


255 


-25.637 


42.288 


23.825 


1.00 33.07 


1DIK1991 


ATOM 


1900 


CB 


LEU 


255 


-22.797 


43.286 


23.141 


1.00 25.06 


1DIK1992 


ATOM 


1901 CG 


LEU 


255 


-21.856 


43.213 


24.344 


1.00 26.05 


OH FIG. 8-30 


ATOM 


1902 CD1 LEU 


255 


-20.707 


42.242 


24.095 


1.00 21.04 



In re Application of: Dirk KOSTREWA, et al. 









Parent Serial 


No.: 


10/062,848 












For: 






MODIFIED PHYTASES 




ATOM 


1903 


CD2 


LEU 


255 


-21.326 


44 CQC 

44.373 


OA CAQ 

Z4.bUo 


1 AA 00 1A 
1 . UU ZZ.H 


1DIK1995 


ATOM 


1904 


N 


SER 


256 


-24.293 


A(\ cai 

4U.04/ 


OA CCQ 
Z4. 330 


1 AA 00 00 


1DIK1996 


ATOM 


1905 


CA 


SER 


256 


-25.212 


4A 1M 
4U.IU/ 


oc k;qq 

ZD. 3jo 


1 AA 01 CO 
l.UU Jl.DZ 


1DIK1997 


ATOM 


1906 


c 


SER 


256 


-25.489 


41 101 
41.173 


OC CAO 
Zb. b4j 


1 AA 00 A1 
l.UU jZ.UI 


1DIK1998 


ATOM 


1907 


O 


SER 


256 


-24.574 


Al Al 1 


00 AQO 
L 1 . UoZ 


1 AA OA CA 
l.UU JU.04 


1DIR1999 


ATOM 


1908 


CB 


SER 


256 


-24.650 


10 0£C 
Jo. 703 


ia oac 

Zb. JUb 


1 AA OA OC 
l.UU JU. /O 


1DIK2000 


ATOM 


1909 


OG 


SER 


256 


-25.446 


10 &M 


11 AOA 


1 Aft 00 OQ 
l.UU 11 • lo 


1DIK2001 


ATOM 


1910 


H 


PRO 


257 


-26.766 


41 AV) 
Hi, HI 


11 flC1 


i no oo ac 

l.UU jZ.40 


1DIK2002 


ATOM 


1911 


CA 


PRO 


257 


-27.131 


Al Alt 
41.434 


OQ ACfl 
Zo.UDU 


1 ftft 00 00 
l.UU JZ • / j 


1DIK2003 


ATOM 


1912 


C 


PRO 


257 


-26.372 


Al 101 
4l.l7l 


OQ 000 


1 no 01 oo 

l.UU j1« 1 j 


1DIK2004 


ATOM 


1913 


O 


PRO 


257 


-26.136 


ai nn 

43. Ul) 


OA 10Q 


1 nn oc oo 

l.UU jj.jj 


1DIK2005 


ATOM 


1914 


CB 


PRO 


257 


-28.644 


A") 110 
11. 1 J 7 


oq ono 


1 AA 00 on 
l.UU jZ.ZU 


1DIK2006 


ATOM 


1915 


CG 


PRO 


257 


-29.053 


ai cat 

41.070 


oc gci 
Zb. obi 


1 AA 01 AO 
l.UU J1.4Z 


1DIK2007 


ATOM 


1916 


CD 


PRO 


257 


-27.960 


A(\ 1A1 
4U. /Ul 


id coo 

ZD # Do / 


1 AA OA OC 
l.UU JU.Jb 


1DIK2008 


ATOM 


1917 


N 


PHE 


258 


-25.984 


/in 0/1 1 
4U.D41 


00 CAC 
Z7.040 


1 AA 00 CA 

l.UU z/.b4 


1DIK2009 


ATOM 


1918 


CA 


PHE 


258 


-25.221 


411.01/ 


OA OCO 


1 AA OC AA 

l.UU ZD.U4 


1DIK2010 


ATOM 


1919 


c 


PHE 


258 


-23.910 


A^ Am 
41. 4U/ 


OA OOQ 


1 AA 1A OA 

l.UU Z4.oU 


1DIK2011 


ATOM 


1920 


0 


PHE 


258 


-23.389 


41 CC1 
41.001 


00 A1 1 
JZ.U11 


1 AA 00 OC 
l.UU ZZ.3D 


1DIK2012 


ATOM 


1921 


CB 


PHE 


258 


-24.877 


10 1 11 

a Ait 


OA 01 1 


1 AA OC 00 
l.UU ZD. \L 


1DIK2013 


ATOM 


1922 


CG 


PHE 


258 


-26.033 


iq no 

JO. 1 J 7 


01 OCO 


1 AA OA OA 
l.UU Z4.ZU 


1DIK2014 


ATOM 


1923 


CD1 


PHE 


258 


-26.455 


io iac 
J0.1U3 


00 ceo 
JZ . joj 


1 AA 00 QQ 
l.UU io,JO 


1DIK2015 


ATOM 


1924 


CD2 


PHE 


258 


-26.712 


J/. 344 


OA OCO 
JU.ZD/ 


1 AA OC QO 
l.UU Zb.oZ 


1DIK2016 


ATOM 


1925 


CB1 


PHE 


258 


-27.543 


11 1QO 
J / •Zoo 


00 QQA 


1 AA 00 00 
l.UU ZJ. \L 


1DIK2017 


ATOM 


1926 


CE2 


PHE 


258 


-27.806 


1£ 111 
00. Ill 


OA CCC 


1 AA OA CC 
l.UU Z4.D0 


1DIK2018 


ATOM 


1927 


CZ 


PHE 


258 


-28.220 


1C CO/I 
JO. 374 


01 000 


1 AA 1A QC 

l.UU z4.oD 


1DIK2019 


ATOM 


1928 


N 


CYS 


259 


-23.375 


a 1 ion 
41. /SU 


00 000 

iJ, III 


1 AA 1A AO 

l.UU Z4 . 4 J 


1DIK2020 


ATOM 


1929 


CA 


CYS 


259 


-22.119 


At C1C 
41.330 


00 001 
Z7. /Jl 


1 AA 00 OA 

l.UU Z/.JU 


1DIK2021 


ATOM 


1930 


c 


CYS 


259 


-22.323 


/I1 OC1 
43. 731 


OA OAO 

JU.ZU/ 


1 AA 00 00 

l.uu zy.jo 


1DIK2022 


ATOM 


1931 


O 


CYS 


259 


-21.420 


AA CCC 

44.303 


OA 001 

JU. //I 


1 AA 00 CO 
l.UU Z7.D0 


1DIK2023 


ATOM 


1932 


CB 


CYS 


259 


-21.564 


/II C01 

41.371 


00 OAO 

Zo. JU/ 


1 AA OC JIC 
l.UU Z0.4D 


1DIK2024 


ATOM 


1933 


SG 


CYS 


259 


-21.348 


/in oco 
4U.700 


00 C1 £ 
Z/ .310 


1 AA OA 10 
l.UU JU.l? 


1DIK2025 


ATOM 


1934 


N 


ASP 


260 


-23.527 


A A Acn 

44.461) 


00 ooc 


1 AA 01 11 

l.UU Jl.ll 


1DIK2026 


ATOM 


1935 


CA 


ASP 


260 


-23.879 


AC 011 

43. oil 


OA OOC 

jU. JZo 


1 AA 00 CA 

l.UU jj.b? 


1DIK2027 


ATOM 


1936 


C 


ASP 


260 


-24.002 


At A1A 
40.U/U 


01 Q1 C 


1 AA 00 CO 
l.UU JZ.JJ 


1DIK2028 


ATOM 


1937 


O 


ASP 


260 


-24.054 


/II 111 
4/. Ill 


00 OAC 
H .Z4b 


1 AA \A AO 

l.UU j4.Uj 


1DIK2029 


ATOM 


1938 


CB 


ASP 


060 


-25.194 


ac mi 
40.1U1 


00 CAR 
Zj • 04j 


1 AA 00 OQ 

l.UU y)% lo 


1DIK2030 


ATOM 


1939 


CG 


ASP 


260 


-25.246 


ai cci 

4/. 00/ 


00 oco 
Z5.ZDZ 


1 AA AA OC 

l.UU 44. zb 


1DIK2031 


ATOM 


1940 


OD1 


ASP 


260 


-24.190 


AQ 1QC 

48.183 


oo ooyi 
zo.oJ4 


1 AA AC A1 
l.UU 4J.U1 


1DIK2032 


ATOM 


1941 


OD2 


ASP 


260 


-26.328 


AO 101 


00 oco 


1 AA AO Al 

l.UU 4Z.4/ 


1DIK2033 


ATOM 


1942 


N 


LEO 


261 


-24.051 


AC AA1 

43. UU/ 


00 CAO 

jz.bui 


1 AA 00 Al 

l.UU 65 A 1 


1DIK2034 


ATOM 


1943 


CA 


LEU 


261 


-24.200 


AH 1/10 

43.147 


0/ AA 0 

J4.U4J 


1 AA 00 AO 

l.UU zu.u/ 


1DIK2035 


ATOM 


1944 


C 


LEU 


261 


-22.887 


AC AAC 

43.440 


0>l ooc 
j4 • / jO 


1 AA 00 01 

l.UU Li* 11 


1DIK2036 


ATOM 


1945 


O 


LEU 


261 


-22.867 


AC 1/11 

43. /4/ 


OC 000 


1 AA 00 10 

l.UU Jj.l/ 


1DIK2037 


ATOM 


1946 


CB 


LEU 


261 


-24.816 


Al QQA 
43.B8U 


OA COO 


1 AA OQ CC 
l.UU ZO.jD 


1DIK2038 


ATOM 


1947 


CG 


LEU 


261 


-26.103 


Al At\C 
43.4U3 


00 OAO 


1 AA 00 CC 

l.UU Z/.Db 


1DIK2039 


ATOM 


1948 


CD1 


LEU 


261 


-26.541 


/II AOQ 
41.U07 


OA COA 
J4. J34 


1 AA OC 00 

l.UU zD. n 


1DIK2040 


ATOM 


1949 


CD2 


LEU 


261 


-27.197 


AA AA\ 
44.441 


OA 1 OA 
J4. UU 


1 AA 00 AO 

l.UU Z/.Uz 


1DIK2041 


ATOM 


1950 


N 


PHE 


262 


-21.786 


AC lit 

43.3/0 


00 000 


1 AA 00 AC 
l.UU z^.UD 


1DIK2042 


ATOM 


1951 


CA 


PHE 


262 


-20.471 


AC CAI 

43. OU/ 


oyi coc 

J4.D00 


1 AA 00 QA 

l.UU Z/.oU 


1DIK2043 


ATOM 


1952 


C 


PHE 


262 


-19.709 


AC COC 

40.083 


00 QOO 


1 AA 00 1A 

l.UU 13, li 


1DIK2044 


ATOM 


1953 


O 


PHE 


262 


-19.869 


AC Q4C 

40.840 


00 coo 


1 AA OC C1 
l.UU JD.31 


1DIK2045 


ATOM 


1954 


CB 


PHE 


262 


-19.685 


AA 10A 

44.181) 


OA C01 

J4.bzl 


1 AA OX AA 

l.UU Z4.44 


1DIK2046 


ATOM 


1955 


CG 


PHE 


262 


-20.478 


/II 14C 

43.140 


OC 1 00 


1 AA 01 CC 

l.UU zl.bo 


1DIK2047 


ATOM 


1956 


CD1 


PHE 


262 


-20.589 


/I1 001 

41.70/ 


OC coo 
Jb.D/Z 


1 AA 10 OA 

l.UU lo.i/4 


1DIK2048 


ATOM 


1957 


CD2 


PHE 


262 


-21.176 


Al 111 
41.1/ / 


OA OAQ 
J4. j40 


1 AA OA 00 
l.UU 


1DIK2049 


ATOM 


1958 


CE1 


PHE 


262 


-21.396 


41 Q7£ 
41.7/0 


00 1AC 


1 AA 01 AO 
l.UU Z1.4/ 


1DIK2050 


ATOM 


1959 


CE2 


PHE 


262 


-21.985 


41 IRC. 
41.103 


OA QCC 


1 AA 10 AC 
l.UU 17.4b 


1DIK2051 


ATOM 


1960 


CZ 


PHE 


262 


-22.099 


41 119 
41.111 


OC OCA 
jOiZDU 


1 AA 01 AQ 
l.UU Z1.40 


1DIK2052 


ATOM 


1961 


N 


THR 


263 


-18.881 


41 410 
4/ .410 


OA CCA 
j4 • jO^ 


1 AO OA 00 
l.UU jU.Z/ 


1DIK2053 


ATOM 


1962 


CA 


THR 


263 


-18.113 


40 Chi 
40.31)1 


00 OCO 


1 AA 00 O/l 
l.UU Z^.34 


1DIK2054 


ATOM 


1963 


C 


THR 


263 


-16.811 


47. 961 


33.425 


1.00 29.54 


1DIK2055 


ATOM 


1964 


O 


THR 


263 


-16.466 


46.805 


33.671 


1.00 31.34 


1DIK2056 


ATOM 


1965 


CB 


THR 


263 


-17.860 


49.648 


34.985 


1.00 32.12 


1DIK2057 


ATOM 


1966 


OG1 


THR 


263 


-16.998 


49.193 


36.036 


1.00 29.58 


1DIK2058 


ATOM 


1967 


CG2 


THR 


263 


-19.183 


50.112 


35.589 


1.00 22.67 


lDIK2059 r:|^\ o oa 


ATOM 


1968 


N 


HIS 


264 


-16.087 


48.802 


32.693 


1.00 30.02 


lDIK2060 hlb. o-ol 



In re Application of: Dirk KOSTREWA, et aL 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


1969 


CA 


HIS 


264 


-14.829 


48.400 


32.090 


1.00 28.00 


ATOM 


1970 


C 


HIS 


264 


-13.717 


47.984 


33.052 


1.00 30.02 


ATOM 


1971 


O 


HIS 


264 


-12.998 


47.015 


32.774 


1.00 31.35 


ATOM 


1972 


CB 


HIS 


264 


-14.314 


49.480 


31.143 


1.00 27.91 


ATOM 


1973 


CG 


HIS 


264 


-13.111 


49.048 


30.370 


1.00 34.68 


ATOM 


1974 


ND1 


HIS 


264 


-13.186 


48.157 


29.318 


1.00 31.27 


ATOM 


1975 


CD2 


HIS 


264 


-11.795 


49.339 


30.527 


1.00 35.74 


ATOM 


1976 


CE1 HIS 


264 


-11.969 


47.916 


28.863 


1.00 37.49 


ATOM 


1977 


NE2 


HIS 


264 


-11.108 


48.620 


29.579 


1.00 38.67 


ATOM 


1978 


N 


ASP 


265 


-13.560 


48.703 


34.167 


1.00 31.42 


ATOM 


1979 


CA 


ASP 


265 


-12.533 


48.371 


35.172 


1.00 29.27 


ATOM 


1980 


C 


ASP 


265 


-12.831 


47.030 


35.859 


1.00 27.71 


ATOM 


1981 


O 


ASP 


265 


-11.923 


46.352 


36.346 


1.00 25.15 


ATOM 


1982 


CB 


ASP 


265 


-12.421 


49.481 


36.222 


1.00 36.26 


ATOM 


1983 


CG 


ASP 


265 


-13.745 


49.764 


36.921 


1.00 44.48 


ATOM 


1984 


OD1 ASP 


265 


-14.671 


50.307 


36.267 


1.00 43.98 


ATOM 


1985 


OD2 


ASP 


265 


-13.860 


49.441 


38.128 


1.00 49.77 


ATOM 


1986 


N 


GLU 


266 


-14.108 


46.651 


35.896 


1.00 26.27 


ATOM 


1987 


CA 


GLU 


266 


-14.502 


45.378 


36.484 


1.00 26.01 


ATOM 


1988 


C 


GLU 


266 


-14.093 


44.272 


35.517 


1.00 27.04 


ATOM 


1989 


O 


GLU 


266 


-13.665 


43.205 


35.956 


1.00 28.64 


ATOM 


1990 


CB 


GLU 


266 


-15.997 


45.359 


36.785 


1.00 24.19 


ATOM 


1991 


CG 


GLU 


266 


-16.336 


46.287 


37.939 


1.00 24.01 


ATOM 


1992 


CD 


GLU 


266 


-17.824 


46.521 


38.139 


1.00 28.94 


ATOM 


1993 


OE1 GLU 


266 


-18.647 


46.091 


37.299 


1.00 30.18 


ATOM 


1994 


OE2 


GLU 


266 


-18.175 


47.150 


39.160 


1.00 32.29 


ATOM 


1995 


N 


TRP 


267 


-14.207 


44.521 


34.210 


1.00 24.96 


ATOM 


1996 


CA 


TRP 


267 


-13.765 


43.535 


33.221 


1.00 24.91 


ATOM 


1997 


C 


TRP 


267 


-12.243 


43.380 


33.306 


1.00 24.45 


ATOM 


1998 


O 


TRP 


267 


-11.723 


42.269 


33.202 


1.00 25.00 


ATOM 


1999 


CB 


TRP 


267 


-14.210 


43.915 


31.801 


1.00 22.45 


ATOM 


2000 


CG 


TRP 


267 


-15.684 


43.646 


31.596 


1.00 22.28 


ATOM 


2001 


CD1 TRP 


267 


-16.661 


44.567 


31.355 


1.00 20.97 


ATOM 


2002 


CD2 


TRP 


267 


-16.349 


42.370 


31.684 


1.00 20.83 


ATOM 


2003 


NE1 


TRP 


267 


-17.889 


43.952 


31.293 


1.00 23.15 


ATOM 


2004 


CE2 TRP 


267 


-17.726 


42.604 


31.493 


1.00 23.26 


ATOM 


2005 


CE3 


TRP 


267 


-15.913 


41.055 


31.914 


1.00 18.67 


ATOM 


2006 


CZ2 


TRP 


267 


-18.672 


41.569 


31.529 


1.00 22.56 


ATOM 


2007 


CZ3 


TRP 


267 


-16.849 


40.032 


31.951 


1.00 15.00 


ATOM 


2008 


CH2 TRP 


267 


-18.211 


40.294 


31.761 


1.00 18.10 


ATOM 


2009 


N 


ILE 


268 


-11.526 


44.479 


33.517 


1.00 23.42 


ATOM 


2010 


CA 


ILE 


268 


-10.073 


44.399 


33.647 


1.00 25.35 


ATOM 


2011 


C 


ILE 


268 


-9.721 


43.461 


34.801 


1.00 27.88 


ATOM 


2012 


O 


ILE 


268 


-8.776 


42.673 


34.714 


1.00 28.12 


ATOM 


2013 


CB 


ILE 


268 


-9.460 


45.786 


33.889 


1.00 27.94 


ATOM 


2014 


CGI 


ILE 


268 


-9.515 


46.575 


32.579 


1.00 27.22 


ATOM 


2015 


CG2 


ILE 


268 


-8.031 


45.659 


34.457 


1.00 19.33 


ATOM 


2016 


CD1 


ILE 


268 


-9.124 


48.027 


32.704 


1.00 36.44 


ATOM 


2017 


N 


ASN 


269 


-10.495 


43.553 


35.877 


1.00 27.63 


ATOM 


2018 


CA 


ASN 


269 


-10.290 


42.704 


37.039 


1.00 27.33 


ATOM 


2019 


C 


ASN 


269 


-10.656 


41.259 


36.739 


1.00 26.62 


ATOM 


2020 


O 


ASN 


269 


-9.918 


40.348 


37.108 


1.00 27.01 


ATOM 


2021 


CB 


ASN 


269 


-11.110 


43.206 


38.226 


1.00 32.36 


ATOM 


2022 


CG 


ASN 


269 


-10.427 


44.332 


38.966 


1.00 32.62 


ATOM 


2023 


OD1 ASN 


269 


-9.287 


44.208 


39.423 


1.00 29.54 


ATOM 


2024 


ND2 ASN 


269 


-11.120 


45.443 


39.088 


1.00 38.68 


ATOM 


2025 


N 


TYR 


270 


-11.794 


41.052 


36.075 


1.00 22.76 


ATOM 


2026 


CA 


TYR 


270 


-12.245 


39.708 


35.712 


1.00 22.97 


ATOM 


2027 


C 


TYR 


270 


-11.168 


39.013 


34.866 


1.00 25.78 


ATOM 


2028 


O 


TYR 


270 


-10.788 


37.868 


35.135 


1.00 27.56 


ATOM 


2029 


CB 


TYR 


OTA 

270 


1 1 CPA 

-13.559 


Oft OftA 

39.800 


34.934 


1 A A ^ A A A 

1.00 22.99 


ATOM 


2030 


CG 


TYR 


270 


-14.101 


38.485 


34.386 


1.00 25.74 


ATOM 


2031 


CD1 


TYR 


270 


-14.989 


37.699 


35.134 


1.00 26.53 


ATOM 


2032 


CD2 TYR 


270 


-13.761 


38.050 


33.099 


1.00 23.95 


ATOM 


2033 


CE1 TYR 


270 


-15.528 


36.511 


34.607 


1.00 23.23 


ATOM 


2034 


CE2 TYR 


270 


-14.288 


36.878 


32.570 


1.00 23.85 



1DIK2061 

1DIK2062 

1DIK2063 

1DIK2064 

1DIK2065 

1DIK2066 

1DIK2067 

1DIK2068 

1DIK2069 

1DIK2070 

1DIK2071 

1DIK2072 

1DIK2073 

1DIK2074 

1DIK2075 

1DIK2076 

1DIK2077 

1DIK2078 

1DIK2079 

1DIK2080 

1DIK2081 

1DIK2082 

1DIK2083 

1DIK2084 

1DIK2085 

1DIK2086 

1DIK2087 

1DIK2088 

1DIK2089 

1DIK2090 

1DIK2091 

1DIK2092 

1DIK2093 

1DIK2094 

1DIK2095 

1DIK2096 

1DIK2097 

1DIK2098 

1DIK2099 

1DIK2100 

1DIK2101 

1DIK2102 

1DIK2103 

1DIK2104 

1DIK2105 

1DIK2106 

1DIK2107 

1DIK2108 

1DIK2109 

1DIK2110 

1DIK2111 

1DIK2112 

1DIK2113 

1DIK2114 

1DIK2115 

1DIK2U6 

1DIK2117 

1DIK2118 

1DIK2119 

1DIK2120 

1DIK2121 

1DIK2122 

1DIK2123 

1DIK2124 

lDIK2125r-ir* Q OO 
1DIK2126 hlO. O-OZ 



In re Application of: Dirk KOSTREWA, et a/. 









Parent Serial No.: 


10/062,848 














For: 






MODIFIED PHYTASES J 




ATOM 


2035 


CZ 


TYR 


270 


-15.173 


36 in 

JO t 11 J 


33 377 

J J . J4 / 


1 00 

1 .00 


75 13 

4 J . 1 J 


1DIK2127 


ATOM 


2036 


OH 


TYR 


270 


-15.705 


34 964 

J4 < 704 


37 790 

jl » / 70 


1 00 

1 . 00 


73 6? 

4 J . 04 


1DIK2128 


ATOM 


2037 


N 


ASP 


271 


-10.678 


39 714 
J7 » / i*i 


33 847 
J J . / 


1 00 

1.00 


73 05 

4 J . U J 


1DIK2129 


ATOM 


2038 


CA 


ASP 


271 


-9.651 


39 186 
J7 » 100 


37 975 

JL t J / J 


1 00 

1 . 00 


71 40 

41.40 


1DIK2130 


ATOM 


2039 


C 


ASP 


271 


-8.449 


38 7?7 

JO • in 


33 810 

J J . 010 


1 00 

1 . 00 


74 98 

44.70 


1DIK2131 


ATOM 


2040 


O 


ASP 


271 


-7.903 


37 632 

J I . U JL 


33 587 

J J . JO / 


1 00 

1 . 00 


73 79 

4 J . / 7 


1DIK2132 


ATOM 


2041 


CB 


ASP 


271 


-9.214 


40 259 

40 * 4 J J 


31 97? 

Jl • 7 / 4 


1 00 

1 . 00 


19 8? 

17 . 04 


1DIK2133 


ATOM 


2042 


CG 


ASP 


271 


-8.135 


39 762 

J J a 1 0 L 


31 028 

Jl . 040 


1 00 

1 . 00 


75 01 

4 J .01 


1DIK2134 


ATOM 


2043 


OD1 


ASP 


271 


-8.467 


38 997 

JO . 7 7 1 


30 098 

JO . 070 


1 00 

1.00 


25 69 

4 J . 07 


1DIK2135 


ATOM 


2044 


OD2 


ASP 


271 


-6.955 


40 130 

1 0 • 1 JO 


31 215 

Jl • 41 J 


1 00 

1 . 00 


22 99 

44.77 


1DIK2136 


ATOM 


2045 


N 


TYR 


272 


-8.042 


39 565 

J7 > JO J 


34 766 

J? • / 00 


1 00 

1 . 00 


76 5? 

40 . J4 


1DIK2137 


ATOM 


2046 


CA 


TYR 


272 


-6.912 


39 257 

J7 • 4 J f 


35 677 

J J . 04 / 


1 00 

1 . 00 


74 36 

44 . JO 


1DIK2138 


ATOM 


2047 


C 


TYR 


272 


-7.201 


38 f)31 
jo . o ji 


36 498 

JO .470 


1 00 

1 • 00 


75 4ft 

4 J .40 


1DIK2139 


ATOM 


2048 


O 


TYR 


272 


-6.308 


37 909 

J / t 407 


36 738 

JO . / JO 


1 00 

1 . 00 


77 60 

4 / . 00 


1DIK2140 


ATOM 


2049 


CB 


TYR 


272 


-6.546 


40 45ft 

■tU • 4 JO 


36 501 

JO . JOl 


1 00 

1 . 00 


75 93 

4 J . 7 J 


1DIK2141 


ATOM 


2050 


CG 


TYR 


272 


-5.236 


40 746 

40*440 


37 710 

J / .410 


1 00 

1 . 00 


74 39 

44 . J7 


1DIK2142 


ATOM 


2051 


CD1 


TYR 


272 


-4.042 


40 750 

40 a 4 JO 


36 495 

JO i 47 J 


1 00 

1 . 00 


74 69 

44 a 07 


1DIK2143 


ATOM 


2052 


CD2 


TYR 


272 


-5.186 


40 001 

40 . 001 


38 587 

JO • JO / 


1 00 

1 * 00 


74 58 

44 a JO 


1DIK2144 


ATOM 


2053 


CE1 


TYR 


272 


-2.825 


40 014 


37 170 

J / .140 


1 00 

1 . 00 


74 93 

44 a 7 J 


1DIK2145 


ATOM 


2054 


CE2 


TYR 


272 


-3.970 


39 762 

J J • / 04 


39 230 

J7 • 4 JO 


1 00 

1 . 00 


73 77 

4 J . 4 / 


1DIK2146 


ATOM 


2055 


CZ 


TYR 


272 


-2.794 


39 770 

J 7 ■ / / 0 


38 48? 

JO ■ 404 


1 00 

1 a 00 


75 13 

4 J . 1 J 


1DIK2147 


ATOM 


2056 


OH 


TYR 


272 


-1.577 


39 541 

J7 * J41 


39 073 

J7 . 0 / J 


1 00 

1 a 00 


77 71 

4 / a 41 


1DIK2148 


ATOM 


2057 


N 


LEU 


273 


-8.441 


37 900 

J / • 700 


36 969 

JO . 707 


1 00 

1 a 00 


74 96 

44 . 70 


1DIK2149 


ATOM 


2058 


CA 


LEU 


273 


-8.834 


36 743 

JO ■ /4 j 


37 778 


1 00 

la 00 


74 0? 

44.04 


1DIK2150 


ATOM 


2059 


C 


LEU 


273 


-8.624 


35 455 
Jj.4jj 


36 964 

JO . 704 


1 00 

1 a 00 


75 77 

4J. 4 / 


1DIK2151 


ATOM 


2060 


O 


LEU 


273 


-8.159 


3d 454 

J4 • 4j4 


37 503 

J / • JV J 


1 00 

1 a 00 


?Q 71 

47a / 1 


1DIK2152 


ATOM 


2061 


CB 


LEU 


273 


-10.302 


36 85ft 

JO . 0 JO 


1ft 714 
J0.414 


1 00 

1 .00 


70 71 

40 • 4 J 


1DIK2153 


ATOM 


2062 


CG 


LEU 


273 


-10.976 


35 697 

J J . 044 


3ft ft?6 

JO . 040 


1 00 

1 > 00 


73 41 

L J a 41 


1DIK2154 


ATOM 


2063 


CD1 


LEU 


273 


-10.254 


35 191 

J J • 171 


40 104 

40 • 104 


1 00 

1 . 00 


70 60 

4 0 • 00 


1DIK2155 


ATOM 


2064 


CD2 


LEU 


273 


-12.440 


35 9?? 

J J ■ 744 


39 10ft 

J7 . 100 


1 00 

1 a 00 


17 70 

1 / • IV 


1DIK2156 


ATOM 


2065 


N 


GLN 


274 


-8.962 


35 478 

J J • 4 / 0 


35 672 

J J .0/4 


1 00 

1 a 00 


73 99 

4 J .77 


1DIK2157 


ATOM 


2066 


CA 


GLN 


274 


-8.778 


34 303 

J4 . Jv J 


34 811 

J4 . Oil 


1 00 

1 a 00 


71 73 

41 » / J 


1DIK2158 


ATOM 


2067 


C 


GLN 


274 


-7.290 


33 944 
j j . 744 


34 655 

J4 . 0 J J 


1 00 

1 a 00 


71 38 

41 . JO 


1DIK2159 


ATOM 


2068 


O 


GLN 


274 


-6.928 


3? 763 

JL * / 0 J 


34 650 

J4 . 0 JO 


1 00 

1 a 00 


19 7? 

17 a 1 L 


1DIK2160 


ATOM 


2069 


CB 


GLN 


274 


-9.415 


34 530 

J4 • J J V 


33 44? 

J J . 444 


1 00 

1 a 00 


70 31 

40 * Jl 


1DIK2161 


ATOM 


2070 


CG 


GLN 


274 


-10.881 


34 906 

J4 • 700 


33 505 

J J . JO J 


1 00 

1 a 00 


73 01 

4 J a 01 


1DIK2162 


ATOM 


2071 


CD 


GLN 


274 


-11.710 


34 017 

J4 a Ul / 


34 474 

J4 . 444 


1 00 

1 a 00 


75 47 

4J. 4 / 


1DIK2163 


ATOM 


2072 


OE1 


GLN 


274 


-11.536 


3? 805 

JL i OOJ 


34 477 

J4.4 / / 


1 00 

1 . 00 


73 7? 

4 J a / 4 


1DIK2164 


ATOM 


2073 


NE2 


GLN 


274 


-12.622 


34 679 

J4 • 047 


35 154 

JJ. 1J4 


1 00 

1 . 00 


3? 39 

J4 • J7 


1DIK2165 


ATOM 


2074 


N 


SER 


275 


-6.436 


34 961 

J4 * 701 


34 576 

J4 a J40 


1 00 

1.00 


70 9? 

40 * 74 


1DIK2166 


ATOM 


2075 


CA 


SER 


275 


-4.991 


34 751 

J4 . / Jl 


34 433 

J4 . 4 J J 


1 00 

1 . 00 


70 81 

40 .01 


1DIK2167 


ATOM 


2076 


C 


SER 


275 


-4.472 


34 099 

J 1 ! . 077 


35 775 

J J . / 4 J 


1 00 

1 . 00 


74 14 

44 . 14 


1DIK2168 


ATOM 


2077 


O 


SER 


275 


-3.612 


33 708 

J J . 400 


35 6R4 

J J . 004 


1 00 

1 . 00 


77 93 

4 / . 7 J 


1DIK2169 


ATOM 


2078 


CB 


SER 


275 


-4.271 


36 078 

JO • 0 / 0 


34 705 

J4 . 40 J 


1 00 

1 . 00 


15 74 

1 J * / 4 


1DIK2170 


ATOM 


2079 


OG 


SER 


275 


-4.640 


36 676 

JO . 04 0 


3? 950 

J4 . 7 JO 


1 00 

1 . 00 


74 68 

44 a 00 


1DIK2171 


ATOM 


2080 


N 


LEU 


276 


-4.991 


34 537 
ji . j j / 


36 873 

JO . 0 / J 


1 00 

1 . 00 


75 40 

4 J a 40 


1DIK2172 


ATOM 


2081 


CA 


LEU 


276 


-4.571 


33 969 

J J • 707 


38 157 

JO . 1 J / 


1 00 

1 . 00 


75 08 

4 J a 00 


1DIK2173 


ATOM 


2082 


C 


LEU 


276 


-4.956 


37 500 

JL i JOO 


38 759 

JO . L JJ 


1 00 

1 . 00 


77 91 

44 a 71 


1DIK2174 


ATOM 


2083 


O 


LEU 


276 


-4.132 


31 675 

Jl • 0 / J 


38 619 

JO . 017 


1 00 

1 . 00 


74 1? 
44 . 14 


1DIK2175 


ATOM 


2084 


CB 


LEU 


276 


-5.173 


34 753 

J4 a / J J 


39 333 

J7 . J J J 


1 00 

1 . 00 


75 80 

4J. 00 


1DIK2176 


ATOM 


2085 


CG 


LEU 


276 


-4.558 


36 173 

JO * 14 J 


39 596 

J7 . J70 


1 00 

1 . 00 


73 07 

4 J . 0 / 


1DIK2177 


ATOM 


2086 


CD1 


LEU 


276 


-5.418 


36 893 

JO . 07 J 


40 560 

40 • JOv 


1 00 

1 . 00 


73 03 

4 J a OJ 


1DIK2178 


ATOM 


2087 


CD2 


LEU 


276 


-3.158 


35 948 

J J . 740 


40 144 

40 • 144 


1 00 

1 . 00 


74 41 

44 a 41 


1DIK2179 


ATOM 


2088 


N 


LYS 


277 


-6.204 


37 174 

J4 . 1 / 4 


37 943 

J / . 74 J 


1 00 

1 . 00 


74 3? 

44 a J4 


1DIK2180 


ATOM 


2089 


CA 


LYS 


277 


-6.656 


30 790 

J V . / 7 V 


38 001 

JO . 001 


1 00 

1 . 00 


75 45 

4 J a 4 J 


1DIK2181 


ATOM 


2090 


C 


LYS 


277 


-5.722 


29 874 

47.0/? 


37 204 

J / . 4 Ot 


1 00 

1 . 00 


24 92 

44 a 74 


1DIK2182 


ATOM 


2091 


O 


LYS 


277 


-5.302 


28 835 

40 . 0 J J 


37 703 

J / * / 0 J 


1 00 

1 . 00 


26 63 

40 a 0 J 


1DIK2183 


ATOM 


2092 


CB 


LYS 


277 


-8.049 


30 647 

J V . 0*1 / 


37 417 

J / .41/ 


1 00 

1 . 00 


26 65 

40 a 0 J 


1DIK2184 


ATOM 


2093 


CG 


LYS 


277 


-9.226 


31 126 

J 1 . 14V 


38 222 

JO . 444 


1 00 

1 . 00 


30 58 

JO a JO 


1DIK2185 


ATOM 


2094 


CD 


LYS 


277 


-10.424 


30 639 

J V . 0 J7 


37 399 

J / • J77 


1 00 

1 . 00 


36 77 

JO a 4 / 


1DIK2186 


ATOM 


2095 


CE 


LYS 


277 


-11.754 


31.247 


37.737 


1.00 


39.17 


1DIK2187 


ATOM 


2096 


NZ 


LYS 


277 


-12.677 


30.913 


36.604 


1.00 


37.60 


1DIK2188 


ATOM 


2097 


N 


LYS 


ft n ft 

278 


r a Aft 

-5.408 


30.250 


35.964 


1.00 


24.38 


1DIK2189 


ATOM 


2098 


CA 


LYS 


278 


-4.523 


29.440 


35.111 


1.00 


24.41 


1DIK2190 


ATOM 


2099 


C 


LYS 


278 


-3.073 


29.414 


35.598 


1.00 


24.27 


lDIK2191r-ir* o OO 


ATOM 


2100 


O 


LYS 


278 


-2.429 


28.360 


35.590 


1.00 


24.08 - 


1DIK2192 hlo. O-OO 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et al. 
10/062,848 

MODIFIED PHYTASES 



ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 

ATOM 



2101 CB 

2102 CG 

2103 CD 

2104 CE 

2105 NZ 

2106 N 

2107 CA 

2108 C 

2109 O 

2110 CB 

2111 CG 

2112 CD1 

2113 CD2 

2114 CE1 

2115 CE2 

2116 CZ 

2117 OH 

2118 N 

2119 CA 

2120 C 

2121 O 

2122 CB 

2123 CG 

2124 CD1 

2125 CD2 

2126 CE1 

2127 CE2 

2128 CZ 

2129 OB 

2130 N 

2131 CA 



C 
O 



C 
O 



2132 

2133 . 

2134 N 

2135 CA 
2136 

2137 . 

2138 CB 

2139 CG 

2140 ND1 

2141 CD2 

2142 CE1 

2143 NE2 

2144 N 

2145 CA 



2146 
2147 

2148 N 

2149 CA 



C 
O 



2150 
2151 

2152 CB 

2153 N 

2154 CA 

2155 C 

2156 O 

2157 N 

2158 CA 

2159 C 

2160 O 

2161 CB 

2162 CG 

2163 OD1 

2164 ND2 

2165 N 

2166 CA 



C 
O 



LYS 278 

LYS 278 

LYS 278 

LYS 278 

LYS 278 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 279 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

TYR 280 

GLY 281 

GLY 281 

GLY 281 

GLY 281 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

HIS 282 

GLY 283 

GLY 283 

GLY 283 

GLY 283 

ALA 284 

ALA 284 

ALA 284 

ALA 284 

ALA 284 

GLY 285 

GLY 285 

GLY 285 

GLY 285 

ASN 286 

ASN 286 

ASN 286 

ASN 286 

ASN 286 

ASN 286 

ASN 286 

ASN 286 

PRO 287 

PRO 287 



-4.544 
-5.880 
-6.423 
-7.859 
-8.431 
-2.565 
-1.194 
-0.880 
0.165 
-0.828 
0.618 
1.631 
0.973 
2.956 
2.294 
3.281 
4.596 
-1.764 
-1.536 
-2.136 
-1.889 
-2.045 
-1.148 
0.047 
-1.466 
0.911 
-0.608 
0.578 
1.444 
-2.922 
-3.530 
-2.680 
-2.512 
-2.141 
-1.342 
-0.042 
0.770 
-2.190 
-3.524 
-3.765 
-4.685 
-5.015 
-5.595 
0.155 
1.370 
2.436 
2.324 
3.461 
4.579 
4.178 
4.955 
5.626 
2.974 
2.534 
2.289 
2.274 
2.090 
1.844 
3.140 
3.825 
0.747 
0.176 
0.822 
-1.039 
3.506 
4.739 



29.948 

29.828 

28.428 

28.389 

27.043 

30.573 

30.686 

29.887 

29.237 

32.141 

32.318 

32.222 

32.570 

32.368 

32.718 

32.616 

32.746 

29.938 

29.208 

27.822 

27.011 

30.002 

31.180 

30.997 

32.475 

32.069 

33.556 

33.342 

34.385 

27.548 

26.240 

25.285 

24.122 

25.771 

24.943 

25.561 

24.877 

24.543 

23.985 

22.631 

24.602 

22.437 

23.617 

26.846 

27.508 

27.399 

26.566 

28.249 

28.284 

28.654 

28.464 

29.240 

29.182 

29.541 

28.305 

28.364 

27.174 

25.921 

25.106 

24.958 

25.148 

24.038 

23.009 

24.236 

24.576 

23.780 



33.658 

32.975 

33.097 

32.661 

32.798 

36.016 

36.488 

37.749 

37.826 

36.724 

37.123 

36.179 

38.452 

36.540 

38.824 

37.863 

38.217 

38.740 

39.981 

39.951 

40.845 

41.188 

41.507 

42.214 

41.065 

42.466 

41.313 

42.011 

42.212 

38.916 

38.780 

37.960 

38.342 

36.841 

35.939 

35.448 

34.817 

34.733 

35.112 

35.222 

35.444 

35.605 

35.747 

35.722 

35.292 

36.365 

37.272 

36.259 

37.196 

38.621 

39.553 

36.702 

38.800 

40.133 

40.969 

42.201 

40.307 

41.001 

41.045 

40.031 

40.278 

41.118 

41.330 

41.611 

42.225 

42.340 



1.00 23.48 
1.00 20.48 
1.00 19.64 
1.00 24.74 
1.00 22.55 
1.00 22.37 
1.00 22.48 
1.00 24.45 
1.00 25.51 
1.00 23.08 
1.00 25.86 
1.00 21.81 
1.00 24.65 
1.00 26.71 
1.00 21.38 
1.00 25.91 
1.00 28.30 
1.00 24.59 
1.00 26.07 
1.00 26.49 
1.00 28.70 
1.00 25.05 
1.00 28.69 
1.00 24.61 
1.00 27.52 
1.00 25.31 
1.00 28.66 
1.00 28.71 
1.00 29.16 
1.00 26.31 
1.00 22.80 
1.00 25.18 
1.00 29.22 
1.00 22.24 
1.00 24.32 
1.00 26.33 
1.00 27.62 
1.00 21.27 
1.00 29.02 
1.00 29.69 
1.00 29.92 
1.00 30.68 
1.00 30.72 
1.00 27.84 
1.00 26.80 
1.00 30.11 
1.00 26.73 
1.00 31.03 
1.00 28.74 
1.00 32.24 
1.00 36.63 
1.00 26.23 
1.00 31.80 
1.00 30.04 
1.00 32.15 
1.00 39.54 
1.00 29.49 
1.00 26.41 
1.00 28.02 
1.00 29.27 
1.00 22.60 
1.00 25.66 
1.00 27.94 
1.00 22.58 
1.00 30.51 
1.00 31.36 



1DIK2193 

1DIK2194 

1DIK2195 

1DIK2196 

1DIK2197 

1DIK2198 

1DIK2199 

1DIK2200 

1DIK2201 

1DIK2202 

1DIK2203 

1DIK2204 

1DIK2205 

1DIK2206 

1DIK2207 

1DIK2208 

1DIK2209 

1DIK2210 

1DIK2211 

1DIK2212 

1DIK2213 

1DIK2214 

1DIK2215 

1DIK2216 

1DIK2217 

1DIK2218 

1DIK2219 

1DIK2220 

1DIK2221 

1DIK2222 

1DIK2223 

1DIK2224 

1DIK2225 

1DIK2226 

1DIK2227 

1DIK2228 

1DIK2229 

1DIK2230 

1DIK2231 

1DIK2232 

1DIK2233 

1DIK2234 

1DIK2235 

1DIK2236 

1DIK2237 

1DIK2238 

1DIK2239 

1DIK2240 

1DIK2241 

1DIK2242 

1DIK2243 

1DIK2244 

1DIK2245 

1DIK2246 

1DIK2247 

1DIK2248 

1DIK2249 

1DIK2250 

1DIK2251 

1DIK2252 

1DIK2253 

1DIK2254 

1DIK2255 

1DIK2256 

1DIK2258 FIG. 8-34 



In re Application of: Dirk KOSTREWA, et af. 
Parent Serial No.: 10/062,848 



For: MODIFIED PHYTASES 



ATOM 


1 1 t*J 

2167 


C 


PRO 


101 

287 


a A r i 

4.852 


ii / i a 

22.670 


4 1 AAA 

41.288 


1 A A A 1 A 1 

l.OO 31. 71 


1DIK2259 


ft RIAM 

ATOM 


1 1 C 0 

2168 


A 

0 


•AAA 

PRO 


101 

287 


C A *J 1 

5,931 


11 A 11 

22.427 


4 A 1C A 

40.750 


1 A A 14 1 f 

1.00 34.15 


1 r\ T T7 A A / ft 

1DIK2260 


ATOM 


2169 


/in 

CB 


nn a 

PRO 


lOi 

287 


A /CO 

4.658 


ii in 
23.221 


4 1 1/1 

43.762 


1 A A 1 A 1 P 

l.OO 29.15 


1 TN ▼ TT A A f 4 

1DIK2261 


ATOM 


2170 


CG 


PRO 


i An 

287 


1 AAA 

3.923 


14 AAA' 

24.320 


"4 4 4 A A 

44.499 


1 A A A A / / 

l.OO 32.66 


1DIK2262 


ATOM 


nil 
2171 


CD 


PRO 


A A 1 

287 


A A A 1 

2.821 


14 /Al 

24.691 


4 1 P 1 1 

43.527 


1 A A A A 14 

1.00 29.14 


1 Mf n A A /4 

1DIK2263 


ATOM 


nil 
2172 


N 


LEU 


AAA 

288 


A in 

3.741 


A A AAA 

22.000 


4 A AAA 

40.992 


1 A A A 1 / / 

l.OO 31.66 


1DIK2264 


ATOM 


2173 


CA 


LEU 


AAA 

288 


A A A i 

3.734 


A A A A / 

20.926 


39.999 


1 A A A A A / 

l.OO 30.96 


< f\TTf A A 4P m 

1DIK2265 


ATOM 


1 1 1 4 

2174 


' A 

c 


LEU 


1 A A 

288 


1 AF 1 

3.054 


A 1 AAA 

21.320 


A A / A 1 

38.673 


1 A A A 1 A A 

1.00 31.70 


1DIK2266 


ATOM 


1 1 a r 

2175 


0 


LEU 


AAA 

288 


A A 1 A 

2.710 


A A 4 4 A 

20.447 


A A A / 1 

37.861 


1 A A A A J J 

l.OO 32.44 


A MVtf A A 4* 

1DIK2267 


ATOM 


1 1 if 
2176 


An 

CB 


LEU 


AAA 

288 


1 AH 

3.071 


1 A / A A 

19.673 


4 A P A 4 

40.584 


1 A A A A PA 

1.00 27.59 


4 fi Ttt A A 4* A 

1DIK2268 


ATOM 


hit 
2177 


AA 

CG 


LEU 


100 

288 


1 OC J 

3.854 


1 A A1C 

19.025 


4 1 111 

41.731 


1 AA 11 /I 

1.00 27.62 


1 l\Ttf A A / A 

1DIK2269 


% in am 

ATOM 


1110 

2178 


CD1 


LEU 


1O0 

288 


1 AAA 

3.039 


11 A 1 1 

17.913 


4 1 1/4 

42.364 


1 AA 1A IP 

1.00 28.75 


1DIK2270 


ft RIAM 

ATOM 


1 1 1 A 

2179 


AA1 

CD2 


t ntt 

LEU 


100 

288 


C 111 

5.177 


1 A C Al 

18.502 


4 1 1 A/ 

41.206 


1 A A 1P 4 / 

l.OO 25.46 


1 TNTTT A A A 4 

1DIK2271 


URIAH 

ATOM 


1 1 OA 

2180 


N 


AT V 

GLY 


10 A 

289 


1 on 

2.877 


11 t*\c 

22.626 


A A 4 r 0 

38.458 


1 AA 1A 11 

1.00 29.27 


1 l\Ttf A A1A 

1DIK2272 


ftRiAif 

ATOM 


1101 

2181 


Aft 

CA 


AT \J 

GLY 


1 OA 

289 


1 1 A A 

2.240 


ii 1 H 
23.121 


11 1 4 P 

37.245 


1 A A A A AA 

l.OO 28.87 


1 nt n AA4A 

1DIK2273 


ATOM 


1 1 ni 

2182 


C 


GLY 


AAA 

289 


A AAA 

3.038 


A A A A / 

22.806 


A P AAA 

35.990 


1 A A A A J P 

l.OO 28.45 


1DIK2274 


ft RIAM 

ATOM 


1 1 0 1 

2183 


0 


GLY 


AAA 

289 


1 P A 1 

2.591 


A A A 1 P 

22.015 


A P 1 P A 

35.152 


1 A A AP A A 

l.OO 25.00 


1DIK2275 


ATOM 


1 1 A A 

2184 


N 


PRO 


AAA 

290 


1 AAA 

4.227 


23.414 


35.827 


1 A A A / /A 

l.OO 26.67 


1DIK2276 


ATOM 


1 1 a r 

2185 


CA 


PRO 


290 


5.075 


23.169 


34.654 


4 A A A A A P 

l.OO 27.05 


1DIK2277 


ATOM 


1 1 o / 

2186 


C 


PRO 


AAA 

290 


P k AA 

5.420 


A 1 / / A 

21.667 


A k J A A 

34.473 


1 A A A A A A 

l.OO 27.87 


1DIK2278 


ATOM 


2187 


0 


PRO 


AAA 

290 


r p a a 

5.590 


A 1 1 A 4 

21 . 194 


A A A 4 A 

33.349 


1 A A A A A A 

l.OO 28.39 


1DIK2279 


ATOM 


110 0 

2188 


CB 


PRO 


AAA 

290 


/ A 1 A 

6.312 


A 4 A A 4 

24.034 


A 4 A 4 P 

34.945 


1 A A A P A P 

1.00 25.95 


1DIK2280 


URIAH 

ATOM 


1 1 OA 

2189 


AA 

CG 


nn a 

PRO 


AAA 

290 


p if/ 
5.756 


1P 1 /1 

25.161 


IP AAA 

35.778 


1 AA AA 1 A 

l.OO 22.17 


4 VN T TT A A A 4 

1DIK2281 


URIAH 

ATOM 


1 1 A A 

2190 


AA 

CD 


nn A 

PRO 


1 A A 

290 


A A P 1 

4.851 


14 4 A1 

24.402 


A / AAA 

36.728 


1 A A 14 /A 

1.00 24.69 


4 ATI? A A A A 

1DIK2282 


ATOM 


1 1 A 1 

2191 


N 


THR 


1 A 1 

291 


P P A 1 

5.521 


1 A A 1 P 

20.925 


IP PA/ 

35.576 


1 A A A A P P 

l.OO 28.55 


4 1* A A A A 

1DIK2283 


ft RlAlf 

ATOM 


1 1 A1 

2192 


Aft 

CA 


THR 


1 A 1 

291 


P AAA 

5.807 


1 A 4 A P 

19.495 


A P PAP 

35.525 


1 A A A A 1 A 

l.OO 23.19 


4 <pv m A A A I 

1DIK2284 


ATOM 


1 1 A A 

2193 


C 


THR 


1 A 1 

291 


4 AAA 

4.778 


1 A A 4 A 

18.742 


A 4 / / A 

34.668 


1 A A A A A A 

l.OO 23.08 


1DIK2285 


ATOM 


1 1 A A 

2194 


0 


THR 


1 A 1 

291 


P 1 A / 

5.106 


1 A A 1 A 

17.718 


A 4 A / A 

34.067 


1 A A A A 1 P 

l.OO 23.15 


1DIK2286 


ATOM 


A1 Af 

2195 


CB 


THR 


A A 1 

291 


P A f A 

5.862 


1 A AAA 

18.902 


a / Ar a 

36.958 


1 A A A 1 J A 

l.OO 21.42 


1DIK2287 


ATOM 


1 1 A / 

2196 


OGl 


THR 


A A 1 

291 


7.129 


19.213 


37.530 


4 A A 4 A A A 

1.00 19.92 


1DIK2288 


ATOM 


A 1 A A 

2197 


CG2 


THR 


291 


5.684 


17.395 


36.968 


4 A A 4 A A P 

1.00 14.25 


1DIK2289 


ATOM 


1 1 A 1 

2197 


N 


GLN 


AAA 

292 


A P i A 

3.543 


1 A A k A 

19.243 


A 1 P A A 

34.599 


« ft ft A A m M 

1.00 22.57 


1DIK2290 


ATOM 


1 1 A A 

2198 


CA 


GLN 


AAA 

292 


A P A A 

2.509 


1 A P A 4 

18.584 


A A A A 1 

33.791 


1 A A A 1 ft* 

1.00 21.65 


1DIK2291 


ATOM 


1 1 A A 

2199 


C 


GLN 


AAA 

292 


A A A P 

2.805 


1 A /PA 

18.650 


A A AAA 

32.283 


1 A A- 1 A A 1 

l.OO 19. 91 


1DIK2292 


ft RIAM 

ATOM 


11 A1 

2201 


0 


AT M 

GLN 


AAA 

292 


i in 
2.227 


1 A A A 4 

17.904 


A 1 4 A 4 

31.494 


1 A A A A 11 

l.OO 23. II 


4 P«, *F +9 A A A A 

1DIK2293 


ATOM 


1 1 A 1 

2202 


CB 


GLN 


AAA 

292 


1 1 1 A 

1.H9 


1 A 1 A A 

19.190 


A 4 A i / 

34.046 


1 A A 1 A A A 

l.OO 18.92 


1DIK2294 


URIAH 

ATOM 


1 1 A 1 

2203 


CG 


GLN 


AAA 

292 


a / p / 

0.656 


1 A AAA 

19.202 


A P J A A 

35.487 


1 A A A A A / 

1.00 23.26 


1 Ft *t* A A AP 

1DIK2295 


ATOM 


AAA 1 

2204 


CD 


GLN 


AAA 

292 


A A A 1 

0.821 


1 A A / A 

17.867 


36.187 


1 A A A J A 4 

l.OO 24.01 


1DIK2296 


ATOM 


11 AT 

2205 


OEl 


GLN 


AAA 

292 


A 1 A 1 

0.122 


1 / AAA 

16.902 


A P AAA 

35.892 


1 A A A P A / 

l.OO 25.86 


1DIK2297 


ATOM 


1 1 a / 

2206 


NE2 


GLN 


AAA 

292 


1 ATA 

1.752 


17.809 


37.127 


1 A A A f PA 

l.OO 26.50 


1DIK2298 


ATOM 


A A A A 

2207 


N 


GLY 


AAA 

293 


A AAA 

3.709 


1 A P A A 

19.528 


31.879 


4 A A 4 m A A 

l.OO 17.82 


1DIK2299 


ATOM 


1 1 A A 

2208 


CA 


GLY 


AAA 

293 


A AAA 

3.993 


19.650 


30.472 


4 A A 4 A PA 

1.00 17.52 


1DIK2300 


ATOM 


A A A A 

2209 


C 


GLY 


AAA 

293 


5.284 


19.050 


A A AAA 

29.990 


4 A A A 4 A 4 

1.00 21.21 


1DIK2301 


ATOM 


1 1 1 A 

2210 


0 


GLY 


AAA 

293 


P P A 1 

5.581 


19.184 


A A AAA 

28.799 


4 A A A A A A 

1.00 23.37 


1DIK2302 


ATOM 


1111 
2211 


N 


VAL 


A A J 

294 


r Ar i 

6.054 


18.391 


30.859 


4 A A 4 A A A 

1.00 19.02 


1DIK2303 


ft RIAM 

ATOM 


1111 
2212 


Aft 

CA 


VAL 


AA A 

294 


A AAA 

7.329 


1 A AAA 

17.838 


A A J A A 

30.403 


1 A A 4 A A A" 

l.OO 17.89 


1DIK2304 


ft R1AH 

ATOM 


1111 
2213 


C 


lift T 

VAL 


1 A A 

294 


1 AAA 

7.202 


1 / /AA 

16.680 


A A 4 A / 

29.426 


1 A A 1 A A J 

LOO 18.74 


1DIK2305 


ATOM 


1114 
2214 


0 


VAL 


AA A 

294 


A AAA 

8.009 


1 / P A A 

16.588 


A A JAP 

28.495 


1 A A A P A A 

l.OO 25.27 


•j «4k Af» AAA/ 

1DIK2306 


% RIAH 

ATOM 


11 1 c 

2215 


An 

CB 


TTft T 

VAL 


1 A A 

294 


A 1 A 1 

8.292 


11 4 11 

17.477 


A 1 P P A 

31.558 


1 A A 1 A A P 

l.OO 18.75 


1DIK2307 


ATOM 


11 1 c 

2216 


CGI 


VAL 


1 A A 

294 


A PA/" 

8.596 


1 A AAA 

18.722 


A A AAA 

32.382 


1 A A 4 A A A 

l.OO 19.92 


1DIK2308 


ft RIAH 

ATOM 


1111 
2217 


AA1 

CG2 


VAL 


1 A A 

294 


A AAA 

7.707 


1 / k 1 p 
16 .415 


A A JAP 

32.425 


4 A A A i A A 

1.00 24.87 


1DIK2309 


ft RIAH 

ATOM 


1 1 1 A 

2218 


N 


GLY 


A A P 

295 


6.205 


15.815 


26.609 


4 A A 4 «4 A 4 

1.00 17.01 


1DIK2310 


ftRlAM 

ATOM 


111 A 

2219 


Aft 

CA 


GLY 


1 A C 

295 


/ AAA 

6.003 


14 A A 1 

14.701 


28.692 


4 A A 1 / A A 

1.00 16.78 


1DIK2311 


ft RIAH 

ATOM 


111 A 

2220 


C 


GLY 


A A P 

295 


P AAA 

5.870 


15.193 


27.258 


4 A A A 4 P 4 

1.00 21.51 


1DIK2312 


ft RIAH 

ATOM 


1111 
2221 


0 


GLY 


a a r 

295 


/ p / 1 

6.561 


14.697 


26.345 


4 A A A A A A 

1.00 20.80 


1DIK2313 


ft RIAH 

ATOM 


1111 
2222 


it 

N 


Rivn 

TYR 


296 


4 AAA 

4.988 


1 / 1 AA 

16 . 177 


27.055 


1 A A 1 / /A 

l.OO 16.60 


1DIK2314 


ATOM 


in*) 
2223 


Aft 

CA 


Rivn 

TYR 


1A£ 

296 


4 AAA 

4.780 


1 / i/i 
16.767 


A P Tift 

25.739 


1 A A 1 / PA 

l.OO 16.58 


1DIK2315 


ft RIAH 

ATOM 


1114 
2224 


ft 
C 


Rivn 

TYR 


AA/ 

296 


/ a / a 

6.063 


1 A 4 1 A 

17 .410 


A P 1 A A 

25.193 


1 A A A A A A 

l.OO 20.08 


1DIK2316 


nm ah 

ATOM 


111C 


f\ 
0 


TYR 


1A£ 

296 


C 111 

6.371 


11 114 

17.314 


A A A A/ 

23.996 


1 A A A A A / 

1.00 20.96 


1 nrrr A A 4 »4 

1DIK2317 


ft RIAH 

ATOM 


2226 


CB 


TYR 


1A£ 

296 


1 C Of 

3.686 


11 011 

17.823 


A r AAA 

25.803 


1 A A 11 A P 

1.00 17.05 


4 F\TT9 A A 4 A 

1DIK2318 


ft RIAH 

ATOM 


iin 
2227 


AA 

CG 


TYR 


AA/ 

296 - 


A AAA 

3.273 


1 A 1AP 

18.295 


24.437 


4 A A 4 f A f 

1.00 16.86 


1DIK2319 


ATOM 

ill vu 


2228 

it It it V 


CDl 


TYR 


296 


2 388 


17 541 


23 676 


i no 17 n? 




ATOM 


2229 


CD2 


TYR 


296 


3.774 


19.483 


23.896 


1.00 15.90 


1DIK2321 


ATOM 


2230 


CEl 


TYR 


296 


2.006 


17.942 


22.418 


1.00 16.51 


1DIK2322 


ATOM 


2231 


CE2 


TYR 


296 


3.399 


19.897 


22.637 


1.00 17.02 


lDIK2323 r-|/^ Q OC 
lDIK2324 No. O-OO 


ATOM 


2232 


CZ 


TYR 


296 


2.510 


19.117 


21.899 


1.00 20.60 . 



In re Application of: Dirk KOSTREWA, et al. 
Parent Serial No.: 10/062,848 









For: 






MODIFIED PHYTASES 




ATOM 


2233 


OH 


TYR 


296 2.101 

fa J v k 1 1V1 


19.495 


20.640 


1.00 22.06 

X.VV fafa.VV 


1DIK2325 


ATOM 


2234 


N 


ALA 


297 6.798 

fa J 1 V 1 l J w 


18.076 


26.081 


1.00 20.78 

X.VV faV.IV 


1DIK2326 


ATOM 


2235 


CA 


ALA 


297 8.054 


18.726 


25.730 

fa J • 1 J V 


1.00 20.65 

X.VV faV.VJ 


1DIK2327 


ATOM 


2236 C 


ALA 


297 9.079 


17.698 

X f * V J V 


25.239 
fa j 


1.00 18.75 

X.VV XV.IJ 


1DIK2328 


ATOM 


2237 


0 


ALA 


297 9.795 


17.942 

XI t J T fa 


24.267 

fa T . fa V f 


1.00 20.26 

X.VV fa V t fa u 


1DIK2329 


ATOM 


2238 


CB 


ALA 


297 8.599 

it J I V . J J J 


19.487 

1 J * ~ u I 


26.934 

fa V . J JT 


1.00 20.11 

X.VV faV.XX 


1DIK2330 


ATOM 


2239 


N 


ASN 


298 9 156 

fa J u J * lJu 


16 549 

1 U * J1 J 


25 904 

LJ % J VT 


1 00 14 67 

X.VV iT.vf 


1DIK2331 


ATOM 


2240 


CA 


ASN 


298 10.088 

fa J V iVl vuu 


15.507 

X J * J U f 


25.479 

fa J . T / J 


1.00 15 91 

X.VV XJ.J1 


1DIK2332 


ATOM 


2241 


C 


ASN 


298 9.656 

fa J U J % U J V 


14.898 

XT . U J U 


24.146 

fa T . X T V 


1.00 17.04 

X.VV Xf.VT 


1DIK2333 


ATOM 


2242 


0 


ASN 


298 10.498 

it J M IVll/V 


14.429 


23 373 

L J * J 1 J 


1 00 18 62 

X.VV XU.Ufa 


1DIK2334 


ATOM 


2243 


CB 


ASN 


298 10.226 

fa J V A V • fa fa U 


14.433 


26.553 


1.00 16.51 

X.VV XV.JX 


1DIK2335 


ATOM 


2244 


CG 


ASN 


298 11.093 

fa J U lllV/tf 


14.888 


27.702 

fa 1 . 1 Ufa 


1.00 19.39 

X.VV LJ * J J 


1DIK2336 


ATOM 


2245 0D1 ASN 


298 12.127 

fa J U X fa » L fa 1 


15.533 

XV • V J J 


27.494 

fa 1 • T «/ T 


1.00 18.34 

X.VV XU.JT 


1DIK2337 


ATOM 


2246 ND2 ASN 


298 10.686 

fa J V A V * V V V 


14.559 


28.919 


1.00 10.95 

X.VV XV. J J 


1DIK2338 


ATOM 


2247 


N 


GLU 


299 8.348 


14.900 

XT » J V V 


23.879 

fa J tv 1 J 


1.00 18 29 

X.VV XV. it J 


1DIK2339 


ATOM 


2248 


CA 


GLU 


299 7.828 

it J J It Ufa U 


14.403 

XT . T V J 


22.608 

fa fa . V V V 


1.00 20.08 

X.VV fa V » VU 


1DIK2340 


ATOM 


2249 


C 


GLU 


299 8.214 


15.404 

X J . T VT 


21.515 

fa X . J XJ 


1.00 19 66 

X.VV ly . u v 


1DIK2341 


ATOM 


2250 


0 


GLU 


299 8 519 

It J J U * J LJ 


15 012 

X J . V Xfa 


20 385 

fa v . J U J 


1 00 18 23 

l.Vv 10 . fa J 


1DIK2342 


ATOM 


2251 


CB 


GLU 


299 6.309 

it j j vi jv; 


14.226 

XT • fa fa V 


22 649 

fa L . vT7 


1 00 17 35 

1 . V V If. J J 


1DIK2343 


ATOM 


2252 


CG 


GLU 


299 5.877 

ft J J J t u / / 


13.046 


23 478 

L J . T / U 


1 00 20 50 

l.vv fa V . JU 


1DIK2344 


ATOM 


2253 


CD 


GLU 


299 4.383 

it J J T . JUJ 


12 754 

Xfa . I JT 


23 393 

fa J . Jy J 


1 00 24 46 

1 • UU faT . TO 


1DIK2345 


ATOM 


2254 


OE1 GLU 


299 3.576 

it J J JiJIv 


13.690 

X J . Uyv 


23.181 

fa J • X vx 


1 00 17 82 

1 * UU l/.Ofa 


1DIK2346 


ATOM 


2255 0E2 GLU 


299 4.013 

it J J TtvlJ 


11.572 

X X * V f fa 


23 542 

fa J . «/Tfa 


1.00 22 37 

X.VV fafa . J 1 


1DIK2347 


ATOM 


2256 


N 


LEU 


300 8.206 


16.693 

XV. \i J J 


21.859 

&> x . v 


1 00 19 59 

X.VV LJ * J J 


1DIK2348 


ATOM 


2257 


CA 


LEU 


300 8.596 


17.739 

XI . 1 J J 


20.917 


1.00 20.13 

X.VV fa V . X J 


1DIK2349 


ATOM 


2258 


C 


LEU 


300 10.095 


17.600 

x f » u w 


20.593 

L v * J J J 


1 00 20 28 

X.VV fa V * fa u 


1DIK2350 


ATOM 


2259 


0 


LEU 


300 10.487 


17.665 

x i . uu j 


19.422 

iy . Tfafa 


1.00 22.61 

X.VV fafa.UX 


1DIK2351 


ATOM 


2260 


CB 


LEU 


300 8.289 


19.125 

1/ . Xfa*/ 


21 488 

fa X . T U U 


1 00 21 25 

X.VV fa 1 . fa J 


1DIK2352 


ATOM 


2261 


CG 


LEU 


30( 


) 8.649 


20 287 

fa v • fa U / 


20 559 

fa V • J J J 


1 00 24 96 

l.VV faT .JO 


1DIK2353 


ATOM 


2262 


CD1 


LEU 


30( 


) 7.930 


20 151 

L V . 1 J X 


19 230 


1 00 24 02 

1 . UU faT . Ufa 


1DIK2354 


ATOM 


2263 


CD2 LEU 


30( 


) 8.269 


21.578 

fa 1 . J / U 


21 219 


1 00 16 85 

1 . UU 10 . 0 J 


1DIK2355 


ATOM 


2264 


N 


ILE 


30: 


10.926 


17 400 

if ilvw 


21 624 

fa 1 i Ufa T 


1 00 18 80 

i * uu io . ou 


1DIK2356 


ATOM 


2265 


CA 


ILE 


jU. 


11. SIS 


17.213 

X i . fa X J 


21 444 

fa X . TTT 


1 00 15 04 

l.UU 1J.UT 


1DIK2357 


ATOM 


2266 


C 


ILE 


30: 


12.587 


16.017 


20 484 

fa V .TUT 


1 00 20 56 

l.VV fa V . JU 


1DIK2358 


ATOM 


2267 


0 


ILE 


30: 


13.429 


16.056 


19 575 
i j * j i j 


1 00 18 58 

l.UV 10. JU 


1DIK2359 


ATOM 


2268 


CB 


ILE 


30: 


13.059 


16.937 

X V I V J 1 


22.812 

fa fa . V Xfa 


1.00 16 02 

X.VV XV .Ufa 


1DIK2360 


ATOM 


2269 


CGI 


ILE 


30: 


13.004 


18.194 


23.686 

fa«s i VVV 


1.00 17.32 

X.VV X 1 « J fa 


1DIK2361 


ATOM 


2270 


CG2 


ILE 


30: 


14.498 


16.487 


22.626 

fa fa . V fa V 


1.00 6.56 

X.VV V.JU 


1DIK2362 


ATOM 


2271 


CD1 


ILE 


30: 


13.594 


18.005 

XV . V V J 


25 064 

fa J * v VT 


1.00 14.26 

X.VV XT.faU 


1DIK2363 


ATOM 


2272 


N 


ALA 


302 


! 11.806 


14 958 

XT • J J U 


20 685 

fa w . UU J 


1 00 20 02 

l.UU faU . Ufa 


1DIK2364 


ATOM 


2273 


CA 


ALA 


302 


! 11.891 


13.776 

L J » I (VI 


19 840 


1 00 20 23 

1 . UU faU » it J 


1DIK2365 


ATOM 


2274 


C 


ALA 


302 


11.610 


14 139 

XT . X Jy 


18 375 

X V . J 1 J 


1 00 21 81 

l.UU fal.Ul 


1DIK2366 


ATOM 


2275 


0 


ALA 


302 


12.326 


13 708 

1 J * 1 VO 


17 470 

1 / • T r V 


1 00 1Q R1 

1 . UU 17*01 


1DIK2367 


ATOM 


2276 


CB 


ALA 


302 


! 10.912 


12.718 

Xfa . I X u 


20 327 

fa V . J fa 1 


1 00 20 45 

l.UU faU.TJ 


1DIK2368 


ATOM 


2277 


N 


ARG 


303 


1 10.577 


14 943 

IT . JT J 


18 138 


1 00 20 13 

l.UU fa U i 1 J 


1DIK2369 


ATOM 


2278 


CA 


ARG 


30: 


1 10.227 


15.329 

LJtJLJ 


16 774 

IV. 1 IT 


1 00 17 34 

l.UU LI* JT 


1DIK2370 


ATOM 


2279 


C 


ARG 


3o: 


1 11.245 


16 267 

X V . fa U i 


16 093 

IV. v J J 


1 00 19 34 

l.UU 1 J • J T 


1DIK2371 


ATOM 


2280 


0 


ARG 


303 


11.569 


16.095 

XV . U y J 


14.907 

IT . J v 1 


1 00 15 37 

l.UU 1J.J/ 


1DIK2372 


ATOM 


2281 


CB 


ARG 


303 


8.816 


15.934 

X*/ * J J T 


16.750 

XV. 1 J V 


1.00 15 85 

l.VV 1 J . U J 


1DIK2373 


ATOM 


2282 


CG 


ARG 


30; 


7.715 


14.914 


17.021 

XI • vfa X 


1.00 12 30 

l.VV Xfa . J v 


1DIK2374 


ATOM 


2283 


CD 


ARG 


30; 


6.353 


15.572 

X*/ % J 1 L 


17.215 

XI . fa X J 


1 00 11 98 

l.UU 11. JO 


1DIK2375 


ATOM 


2284 


NE 


ARG 


302 


5.287 


14.572 

XT * J I fa 


17.315 

XI . J X*/ 


1.00 11 60 

l.VU 11. u v 


1DIK2376 


ATOM 


2285 


CZ 


ARG 


303 


3.989 


14.836 

XT * U J v 


17 456 

XI . T*V V 


1 00 15 17 

l.UU IJ.ll 


1DIK2377 


ATOM 


2286 


NH1 


ARG 


302 


3.538 


16.088 

X v . V U U 


17.540 

XI . JT V 


1 00 11 46 

1 . UU 11 . TU 


1DIK2378 


ATOM 


2287 


NH2 


ARG 


302 


3.132 


13 830 


17 519 

If. J LJ 


1 00 15 32 

l.UU 1 J . J fa 


1DIK2379 


ATOM 


2288 


N 


LEU 


304 


11.752 


17.247 

XI « fa T / 


16 838 

1 V . V J V 


1 00 16 06 

l.UU 1U . UU 


1DIK2380 


ATOM 


2289 


CA 


LEU 


m 


12.722 


18.188 

XV . X V V 


16.289 

X V i fa V J 


1.00 18 27 

l.VV lU.faf 


1DIK2381 


ATOM 


2290 


C 


LEU 


304 


14.026 


17.480 


15.922 

X J . J Lit 


1 00 20 93 

X.VV fa v * J J 


1DIK2382 


ATOM 


2291 


0 


LEU 


304 


14.638 


17.772 


14.897 

XT . V J 1 


1.00 23.62 

X.VV fa J * U fa 


1DIK2383 


ATOM 


2292 


CB 


LEU 


304 


13.020 


19.309 


17.292 

XI ♦ fa J fa 


1.00 12.77 

X.VV Xb.ff 


1DIK2384 


ATOM 


2293 


CG 


LEU 


304 


11.882 


20.262 


17.643 


1.00 20.49 


1DIK2385 


ATOM 


2294 


CD1 


LEU 


304 


12.289 


21.157 


18.805 


1.00 17.27 


1DIK2386 


ATOM 


2295 


CD2 


LEU 


304 


11.509 


21.083 


16.416 


1.00 22.28 


n r\Tt7 O ^OT 

1DIK2387 


ATOM 


2296 


N 


THR 


305 


14.450 


16.546 


16.763 


1.00 21.43 


1DIK2388 


ATOM 


2297 


CA 


THR 


305 


15.686 


15.823 


16.518 


1.00 22.45 


lDIK2389 ci/-^ o OC 


ATOM 


2298 C 


THR 


305 


15.510 


14.475. 


15.803 


1.00 23.67 


1DIK2390 T b. O-OO 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


2299 


0 


THR 


305 


16.491 


13.788 


15.552 


1.00 25.10 


1DIK2391 


ATOM 


2300 


CB 


THR 


305 


16.429 


15.589 


17.843 


4 A A A 4 A A 

1.00 21.99 


1DIK2392 


ATOM 


2301 


061 


THR 


305 


15.622 


14.782 


18.711 


4 A A A f A 4 

1.00 26.81 


1DIK2393 


ATOM 


2302 


CG2 


THR 


305 


16.712 


16.906 


18.530 


1.00 16.41 


1DIK2394 


ATOM 


2303 


N 


HIS 


306 


14.276 


14.100 


15.476 


4 A A A J n 1 

1.00 24.74 


1DIK2395 


ATOM 


2304 


CA 


HIS 


306 


13.982 


12.815 


14.815 


4 A A A A MM 

1.00 28.44 


1DIK2396 


ATOM 


2305 


C 


HIS 


306 


14.566 


11.628 


15.600 


1.00 27.46 


1DIK2397 


ATOM 


2306 


O 


HIS 


306 


15.122 


10.704 


15.012 


1.00 33.56 


1DIK2398 


ATOM 


2307 


CB 


HIS 


306 


14.519 


12.796 


13.374 


1.00 27.83 


1DIK2399 


ATOM 


2308 


CG 


HIS 


306 


14.236 


14.053 


12.613 


1.00 33.95 


1DIK2400 


ATOM 


2309 


ND1 


HIS 


306 


12.959 


14.447 


12.268 


1.00 35.48 


1DIK2401 


ATOM 


2310 


CD2 


HIS 


306 


15.065 


15.022 


12.155 


1.00 32.87 


1DIK2402 


ATOM 


2311 


CE1 


HIS 


306 


13.013 


15.604 


11.633 


1.00 35.66 


1DIK2403 


ATOM 


2312 


NE2 


HIS 


306 


14.280 


15.974 


11.552 


1.00 35.02 


1DIK2404 


ATOM 


2313 


N 


SER 


307 


14.429 


11.654 


16.919 


4 A A A A A A 

1.00 22.90 


1DIK2405 


ATOM 


2314 


CA 


SER 


307 


14.956 


10.606 


17.779 


4 A A A J A A 

1.00 24.39 


1DIK2406 


ATOM 


2315 


C 


SER 


307 


13.858 


10.081 


18.684 


4 A A A A A m 

1.00 27.25 


1DIK2407 


ATOM 


2316 


O 


SER 


307 


12.864 


10.768 


18.920 


1.00 31.56 


1DIK2408 


ATOM 


2317 


CB 


SER 


307 


16.050 


11.175 


18.662 


1.00 22.96 


1DIK2409 


ATOM 


2318 


OG 


SER 


307 


16.779 


12.147 


17.948 


1.00 39.77 


1DIK2410 


ATOM 


2319 


N 


PRO 


308 


14.014 


8.845 


19.201 


1.00 28.75 


1DIK2411 


ATOM 


2320 


CA 


PRO 


308 


13.004 


8.260 


20.094 


1.00 26.08 


1DIK2412 


ATOM 


2321 


C 


PRO 


308 


12.764 


9.127 


21.322 


1.00 23.85 


1DIK2413 


ATOM 


2322 


O 


PRO 


308 


13.614 


9.921 


21.711 


1.00 22.93 


1DIK2414 


ATOM 


2323 


CB 


PRO 


308 


13.609 


6.899 


20.450 


1.00 25.36 


1DIK2415 


ATOM 


2324 


CG 


PRO 


308 


14.416 


6.567 


19.204 


1.00 24.66 


1DIK2416 


ATOM 


2325 


CD 


PRO 


308 


15.109 


7.886 


18.963 


1.00 25.37 


1DIK2417 


ATOM 


2326 


N 


VAL 


309 


11.601 


8.968 


21.932 


1.00 25.92 


1DIK2418 


ATOM 


2327 


CA 


VAL 


309 


11.250 


9.744 


23.105 


1.00 23.97 


1DIK2419 


ATOM 


2328 


C 


VAL 


309 


11.959 


9.207 


24.348 


1.00 28.96 


1DIK2420 


ATOM 


2329 


O 


VAL 


309 


12.050 


7.990 


24.554 


1.00 28.02 


1DIK2421 


ATOM 


2330 


CB 


VAL 


309 


9.725 


9.692 


23.367 


1.00 19.99 


1DIK2422 


ATOM 


2331 


CGI 


VAL 


309 


9.351 


10.630 


24.506 


1.00 14.96 


1DIK2423 


ATOM 


2332 


CG2 


VAL 


309 


8.963 


10.053 


22.112 


1.00 21.23 


1DIK2424 


ATOM 


2333 


N 


HIS 


310 


12.480 


10.118 


25.166 


1.00 32.25 


1DIK2425 


ATOM 


2334 


CA 


HIS 


310 


13.101 


9.751 


26.433 


1.00 30.63 


1DIK2426 


ATOM 


2335 


C 


HIS 


310 


12.270 


10.503 


27.447 


1.00 28.25 


1DIK2427 


ATOM 


2336 


O 


HIS 


310 


12.459 


11.699 


27.668 


1.00 29.12 


1DIK2428 


ATOM 


2337 


CB 


HIS 


310 


14.573 


10.160 


26.502 


1.00 35.26 


1DIK2429 


ATOM 


2338 


CG 


HIS 


310 


15.477 


9.219 


25.772 


1.00 46.85 


1DIK2430 


ATOM 


2339 


ND1 


HIS 


310 


15.732 


9.329 


24.418 


1.00 53.75 


1DIK2431 


ATOM 


2340 


CD2 


HIS 


310 


16.148 


8.117 


26.191 


1.00 52.66 


1DIK2432 


ATOM 


2341 


CE1 


HIS 


310 


16.517 


8.339 


24.032 


1.00 54.18 


1DIK2433 


ATOM 


2342 


NE2 


HIS 


310 


16.784 


7.588 


25.089 


1.00 57.76 


1DIK2434 


ATOM 


2343 


N 


ASP 


311 


11.326 


9.795 


28.047 


1.00 25.80 


1DIK2435 


ATOM 


2344 


CA 


ASP 


311 


10.450 


10.404 


29.019 


1.00 24.79 


1DIK2436 


ATOM 


2345 


C 


ASP 


311 


9.947 


9.348 


29.959 


1.00 26.98 


1DIK2437 


ATOM 


2346 


O 


ASP 


311 


9.707 


8.212 


29.564 


1.00 29.31 


1DIK2438 


ATOM 


2347 


CB 


ASP 


311 


9.257 


11.064 


28.317 


1.00 25.99 


1DIK2439 


ATOM 


2348 


CG 


ASP 


311 


8.239 


11.619 


29.292 


1.00 24.92 


1DIK2440 


ATOM 


2349 


OD1 


ASP 


311 


8.498 


12.703 


29.844 


1.00 24.37 


1DIK2441 


ATOM 


2350 


OD2 


ASP 


311 


7.184 


10.982 


29.512 


1.00 21.07 


1DIK2442 


ATOM 


2351 


N 


ASP 


312 


9.779 


9.740 


31.210 


1.00 29.33 


1DIK2443 


ATOM 


2352 


CA 


ASP 


312 


9.269 


8.849 


32.217 


1.00 29.81 


1DIK2444 


ATOM 


2353 


C 


ASP 


312 


8.262 


9.626 


33.072 


1.00 32.06 


1DIK2445 


ATOM 


2354 


0 


ASP 


312 


8.201 


9.465 


34.294 


1.00 33.19 


1DIK2446 


ATOM 


2355 


CB 


ASP 


312 


10.422 


8.309 


33.061 


1.00 32.29 


1DIK2447 


ATOM 


2356 


CG 


ASP 


312 


10.034 


7.062 


33.861 


1.00 40.96 


1DIK2448 


ATOM 


2357 


0D1 


ASP 


312 


8.902 


6.523 


33.695 


1.00 37.90 


1DIK2449 


ATOM 


2358 


OD2 


ASP 


312 


10.882 


6.616 


34.668 


1.00 46.83 


1DIK2450 


A10H 




N 




11 1 

Hi 


1 /lift 

/.4/U 


1 n kit 
1U.4/3 


11 A 1A 

JZ.424 


1 AA 10 AC 

l.OO 28.45 


1DIK2451 


ATOM 


2360 


CA 


THR 


313 


6.472 


11.250 


33.143 


l.OO 26.99 


1DIK2452 


ATOM 


2361 


C 


THR 


313 


5.040 


10.924 


32.685 


l.OO 27.21 


1DIK2453. 


ATOM 


2362 


O 


THR 


313 


4.455 


9.940 


33.145 


1.00 25.95 


1DIK2454 


ATOM 


2363 


CB 


THR 


313 


6.762 


12.771 


33.043 


1.00 27.49 


1DIK2456 FIG. 8-37 


ATOM 


2364 


OG1 


THR 


313 


6.694 


13.193 


31.671 


1.00 21.29 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


2365 


CG2 


THR 


313 


8.164 


13.075 


33.597 


1.00 23.59 


1DIK2457 


ATOM 


2366 


N 


SER 


314 


4.476 


11.726 


31.785 


1.00 24.25 


1DIK2458 


ATOM 


2367 


CA 


SER 


314 


3.105 


11.510 


31.326 


1.00 20.48 


1DIK2459 


ATOM 


2368 


C 


SER 


314 


2.936 


10.702 


30.042 


1.00 20.74 


1DIK2460 


ATOM 


2369 


0 


SER 


314 


1.821 


10.289 


29.712 


1.00 20.71 


1DIK2461 


ATOM 


2370 


CB 


SER 


314 


2.409 


12.867 


31.160 


1.00 20.21 


1DIK2462 


ATOM 


2371 


OG 


SER 


314 


3.137 


13.722 


30.286 


1.00 23.16 


1DIK2463 


ATOM 


2372 


N 


SER 


315 


4.028 


10.468 


29.317 


1.00 21.85 


1DIK2464 


ATOM 


2373 


CA 


SER 


315 


3.923 


9.757 


28.055 


1.00 20.97 


1DIK2465 


ATOM 


2374 


C 


SER 


315 


3.568 


8.288 


28.141 


1.00 23.67 


1DIK2466 


ATOM 


2375 


O 


SER 


315 


3.890 


7.593 


29.111 


1.00 26.91 


1DIK2467 


ATOM 


2376 


CB 


SER 


315 


5.187 


9.953 


27.200 


1.00 18.40 


1DIK2468 


ATOM 


2377 


OG 


SER 


315 


6.313 


9.245 


27.685 


1.00 18.66 


1DIK2469 


ATOM 


2378 


N 


ASN 


316 


2.885 


7.830 


27.102 


1.00 23.83 


1DIK2470 


ATOM 


2379 


CA 


ASN 


316 


2.489 


6.440 


26.964 


1.00 24.79 


1DIK2471 


ATOM 


2380 


C 


ASN 


316 


3.689 


5.793 


26.225 


1.00 23.66 


1DIK2472 


ATOM 


2381 


O 


ASN 


316 


3.929 


6.088 


25.047 


1.00 24.08 


1DIK2473 


ATOM 


2382 


CB 


ASN 


316 


1.205 


6.394 


26.130 


1.00 24.17 


1DIK2474 


ATOM 


2383 


CG 


ASN 


316 


0.621 


5.012 


26.011 


1.00 20.87 


1DIK2475 


ATOM 


2384 


OD1 ASN 


316 


1.331 


4.026 


25.849 


1.00 26.91 


1DIK2476 


ATOM 


2385 


ND2 ASN 


316 


-0.690 


4.936 


26.081 


1.00 24.90 


1DIK2477 


ATOM 


2386 


N 


HIS 


317 


4.439 


4.930 


26.918 


1.00 19.55 


1DIK2478 


ATOM 


2387 


CA 


BIS 


317 


5.627 


4.274 


26.341 


1.00 17.40 


1DIK2479 


ATOM 


2388 


C 


HIS 


317 


5.289 


3.406 


25.149 


1.00 18.22 


1DIK2480 


ATOM 


2389 


O 


HIS 


317 


6.015 


3.392 


24.152 


1.00 21.43 


1DIK2481 


ATOM 


2390 


CB 


HIS 


317 


6.341 


3.401 


27.380 


1.00 19.52 


1DIK2482 


ATOM 


2391 


CG 


HIS 


317 


6.708 


4.125 


28.640 


1.00 25.20 


1DIK2483 


ATOM 


2392 


ND1 


HIS 


317 


7.379 


5.332 


28.643 


1.00 28.94 


1DIK2484 


ATOM 


2393 


CD2 


HIS 


317 


6.503 


3.808 


29.940 


1.00 26.03 


1DIK2485 


ATOM 


2394 


CE1 


HIS 


317 


7.571 


5.728 


29.888 


1.00 27.28 


1DIK2486 


ATOM 


2395 


NE2 


HIS 


317 


7.049 


4.821 


30.694 


1.00 31.03 


1DIK2487 


ATOM 


2396 


N 


THR 


318 


4.187 


2.670 


25.255 


1.00 18.44 


1DIK2488 


ATOM 


2397 


CA 


THR 


318 


3.740 


1.800 


24.180 


1.00 18.99 


1DIK2489 


ATOM 


2398 


C 


THR 


318 


3.329 


2.644 


22.978 


1.00 21.41 


1DIK2490 


ATOM 


2399 


O 


THR 


318 


3.764 


2.399 


21.851 


1.00 20.04 


1DIK2491 


ATOM 


2400 


CB 


THR 


318 


2.544 


0.955 


24.632 


1.00 18.88 


1DIK2492 


ATOM 


2401 


OG1 


THR 


318 


2.889 


0.310 


25.857 


1.00 18.06 


1DIK2493 


ATOM 


2402 


CG2 


THR 


318 


2.188 


-0.116 


23.594 


1.00 14.25 


1DIK2494 


ATOM 


2403 


N 


LEU 


319 


2.500 


3.650 


23.221 


1.00 20.99 


1DIK2495 


ATOM 


2404 


CA 


LEU 


319 


2.030 


4.509 


22.151 


1.00 21.53 


1DIK2496 


ATOM 


2405 


C 


LEU 


319 


3.171 


5.205 


21.383 


1.00 25.80 


1DIK2497 


ATOM 


2406 


O 


LEU 


319 


3.091 


5.371 


20.165 


1.00 25.17 


1DIK2498 


ATOM 


2407 


CB 


LEU 


319 


1.085 


5.541 


22.733 


1.00 20.62 


1DIK2499 


ATOM 


2408 


CG 


LEU 


319 


0.100 


6.148 


21.761 


1.00 22.28 


1DIK2500 


ATOM 


2409 


CD1 LEU 


319 


-0.686 


5.029 


21.099 


1.00 23.07 


1DIK2501 


ATOM 


2410 


CD2 


LEU 


319 


-0.819 


7.079 


22.522 


1.00 20.45 


1DIK2502 


ATOM 


2411 


N 


ASP 


320 


4.234 


5.603 


22.085 


1.00 24.35 


1DIK2503 


ATOM 


2412 


CA 


ASP 


320 


5.360 


6.297 


21.445 


1.00 22.47 


1DIK2504 


ATOM 


2413 


C 


ASP 


320 


6.493 


5.459 


20.884 


1.00 21.00 


1DIK2505 


ATOM 


2414 


O 


ASP 


320 


7.437 


6.005 


20.317 


1.00 17.90 


1DIK2506 


ATOM 


2415 


CB 


ASP 


320 


5.956 


7.325 


22.403 


1.00 19.58 


1DIK2507 


ATOM 


2416 


CG 


ASP 


320 


5.061 


8.531 


22.582 


l.OO 22.62 


1DIK2508 


ATOM 


2417 


0D1 ASP 


320 


3.909 


8.509 


22.092 


1.00 22.05 


1DIK2509 


ATOM 


2418 


OD2 ASP 


320 


5.509 


9.505 


23.214 


1.00 18.12 


1DIK2510 


ATOM 


2419 


N 


SER 


321 


6.407 


4.143 


21.024 


1.00 22.21 


1DIK2511 


ATOM 


2420 


CA 


SER 


321 


7.477 


3.271 


20.556 


1.00 25.24 


1DIK2512 


ATOM 


2421 


C 


SER 


321 


7.416 


2.869 


19.082 


1.00 25.75 


1DIK2513 


ATOM 


2422 


O 


SER 


321 


8.382 


2.315 


18.539 


1.00 25.63 


1DIK2514 


ATOM 


2423 


CB 


SER 


321 


7.496 


2.023 


21.417 


l.OO 23.95 


1DIK2515 


ATOM 


2424 


OG 


SER 


321 


6.265 


1.358 


21.278 


1.00 33.89 


1DIK2516 


Tim AW 

ATOM 


24Z5 


N 


SER 


322 


C 100 

6.288 


3.155 


10 A A^ 

18.441 


1 Art n *se 

1.00 27.36 


1DIK2517 


ATOM 


2426 


CA 


SER 


322 


6.084 


2.776 


17.053 


1.00 27.84 


1DIK2518 


ATOM 


2427 


C 


SER 


322 


5.695 


3.928 


16.118 


l.OO 27.85 


1DIK2519 


ATOM 


2428 


O 


SER 


322 


4.948 


4.838 


16.502 


1.00 26.35 


1DIK2520 


ATOM 


2429 


CB 


SER 


322 


5.016 


1.677 


17.007 


1.00 27.18 


1DIK2522 FIG. 8-38 


ATOM 


2430 


OG 


SER 


322 


4.568 


1.439 


15.688 


1.00 34.11 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et al. I 
10/062,848 j 
MODIFIED PHYTASES j 



ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 



2431 N 

2432 CA 

2433 C 

2434 0 

2435 CB 

2436 CG 

2437 CD 

2438 N 

2439 CA 



C 
0 



2440 

2441 . 

2442 CB 

2443 N 

2444 CA 
2445 
2446 



2447 CB 

2448 0G1 

2449 CG2 

2450 N 



2451 CA 
C 
0 



2452 

2453 . 

2454 CB 

2455 CG 

2456 CD1 

2457 CD2 

2458 CE1 

2459 CE2 

2460 CZ 

2461 N 

2462 CA 

2463 C 

2464 0 

2465 CB 

2466 CG 

2467 CD 

2468 N 

2469 CA 

2470 C 

2471 0 

2472 CB 

2473 CG 

2474 CD1 

2475 CD2 

2476 N 

2477 CA 



C 
0 



2478 
2479. . 

2480 CB 

2481 CG 

2482 0D1 

2483 ND2' 

2484 N 

2485 CA 

2486 C 

2487 0 

2488 CB 

2489 OG 

2490 N 

2491 CA 
2492 
2493 



C 
0 



2494 CB 

2495 0G1 

2496 CG2 



PRO 323 

PRO 323 

PRO 323 

PRO 323 

PRO 323 

PRO 323 

PRO 323 

ALA 324 

ALA 324 

ALA 324 

ALA 324 

ALA 324 

THR 325 

THR 325 

THR 325 

THR 325 

THR 325 

THR 325 

THR 325 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PHE 326 

PRO 327 

PRO 327 

PRO 327 

PRO 327 

PRO 327 

PRO 327 

PRO 327 

LEO 328 

LEU 328 

LEU 328 

LEU 328 

LEU 328 

LEU 328 

LEU 328 

LEU 328 

ASN 329 

ASN 329 

ASN 329 

ASN 329 

ASN 329 

ASN 329 

ASN 329 

ASN 329 

SER 330 

SER 330 

SER 330 

SER 330 . 

SER 330 

SER 330 

THR 331 

THR 331 

THR 331 

THR 331 

THR 331 

THR 331 

THR 331 



6.206 
5.967 
4.471 
4.037 
6.713 
7.827 
7.121 
3.685 
2.258 
1.558 
0.598 
1.615 
2.024 
1.379 
2.260 
1.791 
0.898 
1.907 
-0.375 
3.532 
4.467 
5.605 
6.725 
5.024 
5.620 
4.810 
6.979 
5.340 
7.515 
6.686 
5.323 
6.270 
7.260 
6.875 
5.388 
3.995 
4.013 
8.532 
9.569 
9.967 
10.721 
10.801 
10.576 
11.869 
10.092 
9.473 
9.865 
8.759 
8.941 
10.686 
12.075 
12.927 
12.315 
7.601 
6.550 
7.141 
8.041 
5.212 
4.824 
6.670 
7.260 
6.303 
6.714 
7.590 
8.453 
8.242 



3.895 
4.880 
5.053 
6.111 
4.276 
3.522 
2.840 
4.014 
4.086 
5.072 
5.712 
2.709 
5.194 
6.097 
7.256 
8.183 
5.350 
4.428 
4.579 
7.202 
8.282 
8.328 
7.875 
8.183 
9.478 
10.445 
9.755 
11.680 
10.984 
11.948 
8.876 
9.017 
10.121 
11.203 
9.449 
9.168 
9.422 
9.855 
10.836 
11.618 
12.580 
10.135 
9.272 
8.560 
10.137 
11.220 
11.919 
12.578 
12.876 
11.001 
10.733 
11.632 
9.494 
12.797 
13.530 
14.938 
15.193 
13.489 
12.169 
15.869 
17.198 
18.150 
19.147 
17.690 
16.737 
19.035 



14.872 
13.807 
13.496 
13.049 
12.611 
13.251 
14.398 
13.732 
13.465 
14.381 
13.984 
13.615 
15.612 
16.537 
16.940 
17.602 
17.764 
18.161 
17.451 
16.548 
16.824 
15.787 
16.046 
18.256 
18.761 
19.362 
18.595 
19.790 
19.018 
19.617 
14.588 
13.473 
13.791 
14.245 
12.300 
12.745 
14.211 
13.539 
13.812 
12.566 
12.654 
14.384 
15.625 
15.990 
16.782 
11.403 
10.198 
9.413 
8.243 
9.288 
9.843 
9.873 
10.290 
10.020 
9.313 
9.429 
10.257 
10.054 
10.372 
8.633 
8.729 
9.420 
10.005 
7.321 
6.705 
7.343 



1.00 27.40 
1.00 27.34 
1.00 26.66 
1.00 29.69 
1.00 27.47 
1.00 26.17 
1.00 25.07 
1.00 23.94 
1.00 24.16 
1.00 21.32 
1.00 24.85 
1.00 23.92 
1.00 19.68 
1.00 18.15 
1.00 20.32 
1.00 20.91 
1.00 18.83 
1.00 23.06 
1.00 18.83 
1.00 19.80 
1.00 18.01 
1.00 18.87 
1.00 20.23 
1.00 22.80 
1.00 20.42 
1.00 19.30 
1.00 15.81 
1.00 12.22 
1.00 18.58 
1.00 14.93 
1.00 18.42 
1.00 19.53 
1.00 21.71 
1.00 21.90 
1.00 16.34 
1.00 17.33 
1.00 16.80 
1.00 24.26 
1.00 23.81 
1.00 24.00 
1.00 26.13 
1.00 22.63 
1.00 25.54 
1.00 24.58 
1.00 22.69 
1.00 26.61 
1.00 29.63 
1.00 27.72 
1.00 32.13 
1.00 36.18 
1.00 48.05 
1.00 52.99 
1.00 53.32 
1.00 28.90 
1.00 30.10 
1.00 33.67 
1.00 39.71 
1.00 27.33 
1.00 30.99 
1.00 29.23 
1.00 29.49 
1.00 25.32 
1.00 22.51 
1.00 31.50 
1.00 27.95 
1.00 36.14 



1DIK2523 
1DIK2524 
1DIK2525 
1DIK2526 
1DIK2527 
1DIK2528 
1DIK2529 
1DIK2530 
1DIK2531 
1DIK2532 
1DIK2533 
1DIK2534 
1DIK2535 
1DIK2536 
1DIK2537 
1DIK2538 
1DIK2539 
1DIK2540 
1DIK2541 
1DIK2542 
1DIK2543 
1DIK2544 
1DIK2545 
1DIK2546 
1DIK2547 
1DIK2548 
1DIK2549 
1DIK2550 
1DIK2551 
1DIK2552 
1DIK2553 
1DIK2554 
1DIK2555 
1DIK2556 
1DIK2557 
1DIK2558 
1DIK2559 
1DIK2560 
1DIK2561 
1DIK2562 
1DIK2563 
1DIK2564 
1DIK2565 
1DIK2566 
1DIK2567 
1DIK2568 
1D1K2569 
1DIK2570 
1DIK2571 
1DIK2572 
1DIK2573 
1DIK2574 
1DIK2575 
1DIK2576 
1DIK2577 
1DIK2578 
1DIK2579 
1DIK2580 
1DIK2581 
1DIK2582 
1DIK2583 
1DIK2584 
1DIK2585 
1DIK2586 
1DIK2587 
1DIK2588 



FIG. 8-39 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


2497 


N 


LEU 


332 


5.021 


17.804 


9.334 


1.00 24.55 


1DIK2589 


ATOM 


2498 


CA 


LEU 


332 


3.930 


18.578 


9.885 


1.00 23.43 


1DIK2590 


ATOM 


2499 


C 


LEU 


332 


3.168 


17.760 


10.916 


1.00 21.17 


1DIK2591 


ATOM 


2500 


0 


LEU 


332 


2.814 


16.606 


10.655 


1.00 20.55 


1DIK2592 


ATOM 


2501 


CB 


LEU 


332 


2.965 


18.972 


8.756 


1.00 23.10 


1DIK2593 


ATOM 


2502 


CG 


LEU 


332 


3.542 


19.823 


7.625 


1.00 25.75 


1DIK2594 


ATOM 


2503 


CD1 


LEU 


332 


- 2.598 


19.836 


6.431 


1.00 21.25 


1DIK2595 


ATOM 


2504 


CD2 


LEU 


332 


3.802 


21.223 


8.145 


1.00 19.61 


1DIK2596 


ATOM 


2505 


N 


TYR 


333 


2.916 


18.361 


12.076 


1.00 19.69 


1DIK2597 


ATOM 


2506 


CA 


TYR 


333 


- 2.154 


17.720 


13.152 


1.00 17.57 


1DIK2598 


ATOM 


2507 


C 


TYR 


333 


1.101 


18.691 


13.706 


1.00 14.59 


1DIK2599 


ATOM 


2508 


0 


TYR 


333 


1.304 


19.910 


13.718 


1.00 17.04 


1DIK2600 


ATOM 


2509 


CB 


TYR 


333 


3.076 


17.317 


14.301 


1.00 16.40 


1DIK2601 


ATOM 


2510 


CG 


TYR 


333 


4.150 


16.329 


13.944 


1.00 15.46 


1DIK2602 


ATOM 


2511 


CD1 


TYR 


333 


3.927 


14.962 


14.058 


1.00 16.50 


1DIK2603 


ATOM 


2512 


CD2 


TYR 


333 


5.399 


16.758 


13.519 


1.00 15.19 


1DIK2604 


ATOM 


2513 


CE1 


TYR 


333 


4.929 


14.039 


13.758 


1.00 19.21 


1DIK2605 


ATOM 


2514 


CE2 


TYR 


333 


6.412 


15.845 


13.214 


1.00 19.07 


1DIK2606 


ATOM 


2515 


CZ 


TYR 


333 


6.170 


14.487 


13.338 


1.00 20.05 


1DIK2607 


ATOM 


2516 


OH 


TYR 


333 


7.165 


13.580 


13.056 


1.00 20.29 


1DIK2608 


ATOM 


2517 


N 


ALA 


334 


-0.022 


18.154 


14.161 


1.00 11.62 


1DIK2609 


ATOM 


2518 


CA 


ALA 


334 


-1.072 


18.971 


14.764 


1.00 14.11 


1DIK2610 


ATOM 


2519 


C 


ALA 


334 


-1.642 


18.190 


15.952 


1.00 17.81 


1DIK2611 


ATOM 


2520 


0 


ALA 


334 


-2.001 


17.014 


15.808 


1.00 20.52 


1DIK2612 


ATOM 


2521 


CB 


ALA 


334 


-2.169 


19.291 


13.763 


1.00 6.64 


1DIK2613 


ATOM 


2522 


N 


ASP 


335 


-1.706 


18.842 


17.117 


1.00 15.89 


1DIK2614 


ATOM 


2523 


CA 


ASP 


335 


-2.234 


18.234 


18.334 


1.00 15.85 


1DIK2615 


ATOM 


2524 


C 


ASP 


335 


-3.350 


19.116 


18.877 


1.00 19.02 


1DIK2616 


ATOM 


2525 


0 


ASP 


335 


-3.261 


20.350 


18.823 


1.00 17.86 


1DIK2617 


ATOM 


2526 


CB 


ASP 


335 


-1.126 


18.059 


19.392 


1.00 16.00 


1DIK2618 


ATOM 


2527 


CG 


ASP 


335 


-0.099 


16.997 


19.001 


1.00 20.47 


1DIK2619 


ATOM 


2528 


OD1 


ASP 


335 


-0.502 


15.948 


18.466 


1.00 22.42 


1DIK2620 


ATOM 


2529 


OD2 


ASP 


335 


1.112 


17.201 


19.224 


1.00 20.56 


1DIK2621 


ATOM 


2530 


N 


PHE 


336 


-4.402 


18.481 


19.395 


1.00 18.17 


1DIK2622 


ATOM 


2531 


CA 


PHE 


336 


-5.543 


19.200 


19.937 


1.00 17.35 


1DIK2623 


ATOM 


2532 


C 


PHE 


336 


-5.774 


18.839 


21.402 


1.00 19.88 


1DIK2624 


ATOM 


2533 


0 


PHE 


336 


-5.815 


17.655 


21.776 


1.00 19.43 


1DIK2625 


ATOM 


2534 


CB 


PHE 


336 


-6.778 


18.940 


19.066 


1.00 17.54 


1DIK2626 


ATOM 


2535 


CG 


PHE 


336 


-6.594 


19.394 


17.655 


1.00 14.71 


1DIK2627 


ATOM 


2536 


CD1 


PHE 


336 


-5.954 


18.577 


16.728 


1.00 14.86 


1DIK2628 


ATOM 


2537 


CD2 


PHE 


336 


-6.978 


20.676 


17.271 


1.00 14.13 


1DIK2629 


ATOM 


2538 


CE1 


PHE 


336 


-5.688 


19.036 


15.434 


1.00 19.47 


1DIK2630 


ATOM 


2539 


CE2 


PHE 


336 


-6.721 


21.148 


15.987 


1.00 13.80 


1DIK2631 


ATOM 


2540 


CZ 


PHE 


336 


-6.072 


20.328 


15.065 


1.00 15.97 


1DIK2632 


ATOM 


2541 


N 


SER 


337 


-5.933 


19.881 


22.219 


1.00 16.75 


1DIK2633 


ATOM 


2542 


CA 


SER 


337 


-6.096 


19.713 


23.642 


1.00 15.92 


1DIK2634 


ATOM 


2543 


C 


SER 


337 


-6.962 


20.793 


24.331 


1.00 17.12 


1DIK2635 


ATOM 


2544 


0 


SER 


337 


-7.708 


21.549 


23.684 


1.00 15.10 


1DIK2636 


ATOM 


2545 


CB 


SER 


337 


-4.696 


19.692 


24.251 


1.00 13.71 


1DIK2637 


ATOM 


2546 


OG 


SER 


337 


-4.698 


18.968 


25.455 


1.00 18.65 


1DIK2638 


ATOM 


2547 


N 


HIS 


338 


-6.843 


20.836 


25.658 


1.00 16.73 


1DIK2639 


ATOM 


2548 


CA 


HIS 


338 


-7.546 


21.772 


26.536 


1.00 18.64 


1DIK2640 


ATOM 


2549 


C 


HIS 


338 


-6.616 


22.900 


26.998 


1.00 20.65 


1DIK2641 


ATOM 


2550 


0 


HIS 


338 


-5.392 


22.785 


26.917 


1.00 23.22 


1DIK2642 


ATOM 


2551 


CB 


HIS 


338 


-8.055 


21.039 


27.785 


1.00 17.35 


1DIK2643 


ATOM 


2552 


CG 


HIS 


338 


-8.942 


19.871 


27.483 


1.00 21.37 


1DIK2644 


ATOM 


2553 


mi 


HIS 


338 


-10.309 


19.990 


27.345 


1.00 21.44 


1DIK2645 


ATOM 


2554 


CD2 


HIS 


338 


-8.654 


18.566 


27.265 


1.00 16.55 


1DIK2646 


ATOM 


2555 


CE1 


HIS 


338 


-10.824 


18.809 


27.053 


1.00 21.79 


1DIK2647 


ATOM 


2556 


NE2 


HIS 


338 


-9.841 


17.931 


26.998 


1.00 19.02 


1DIK2648 


ATOM 


2557 


N 


ASP 


1 1 r\ 

339 


n a A 4 

-7.204 


23.981 


«n r ft 4 

27.504 


1 Aft A 1 PA 

l.OO 21.52 


1DIK2649 


ATOM 


2558 


CA 


ASP 


339 


-6.436 


25.120 


27.983 


1.00 19.43 


1DIK2650 


ATOM 


2559 


C 


ASP 


339 


-5.452 


24.739 


29.079 


1.00 18.53 


1DIK2651 


ATOM 


2560 


0 


ASP 


339 


-4.301 


25.170 


29.052 


1.00 22.28 


1DIK2652 


ATOM 


2561 


CB 


ASP 


339 


-7.364 


26.275 


28.452 


1.00 23.01 


BllFIG. 8-40 


ATOM 


2562 


CG 


ASP 


339 


-8.397 


25.856 


29.528 


1.00 25.24 



In re Application of: Dirk KOSTREWA, et al. 
Parent Serial No.: 10/062,848 









For: 






MODIFIED PHYTASES 

J 




ATOM 


2563 


OD1 


ASP 


339 


-8.560 


24 654 

Lt • UJl 


29 838 

w « 0 JO 


1 00 27 SI 

1 • UU LI* J J 


1DIK2655 


ATOM 


2564 


OD2 ASP 


339 


-9.066 


26.759 

L U * IJJ 


30 075 

J V • v / J 


1 00 27 85 

1«UU L 1 t 0 J 


1DIK2656 


ATOM 


2565 


N 


ASN 


340 


-5.892 


23 922 

L J i J L L 


30 032 

J U • v J£ 


1 00 16 85 

1 • 00 10 • 0 J 


1DIK2657 


ATOM 


2566 


CA 


ASN 


340 


-5.035 


23 514 

LJ * JXi 


31 141 
j i • in 


I 00 17 71 

I I 00 1 / « / J 


1DIK2658 


ATOM 


2567 


C 


ASN 


340 


-3.750 


22 830 

LL t 0 J V 


30 71? 

JO • / 1£ 


1 00 19 09 

1*00 17 • 0£ 


1DIK2659 


ATOM 


2568 


O 


ASN 


340 


-2.666 


23 210 

L J t L 1 V 


31 161 

Jl • 101 


1 00 ?1 77 

1*00 Lit 1 1 


1DIK2660 


ATOM 


2569 


CB 


ASN 


340 


-5.810 


22 643 

L L • U4 J 


3? 111 

JL • 1 11 


1 00 19 49 

1 • 00 17*47 


1DIK2661 


ATOM 


2570 


CG 


ASN 


340 


-6.815 


23 441 

LJ * 44 J 


1? 908 

JL*j\)Q 


1 00 ?? 5fi 

1 1 00 LL t JO 


1DIK2662 


ATOM 


2571 


OD1 ASN 


340 


-6.752 


24 662 

L 4 * OQ£ 


32 945 

JL • 71 J 


1 00 ?5 89 

1 ■ 00 £ J • 07 


1DIK2663 


ATOM 


2572 


ND2 


ASN 


340 


-7.743 


22 762 

LL • / ML 


33 552 

J J • JJL 


1 00 98 51 

1 ■ 00 £0 ■ J J 


1DIK2664 


ATOM 


2573 


N 


GLY 


341 


-3.858 


21 831 

Lit U Jl 


29 845 

Lj • 01 J 


1 00 17 89 

1 • 00 X 1 * 07 


1DIK2665 


ATOM 


2574 


CA 


GLY 


341 


-2.665 


21 160 

Lit 1U V 


29 364 

wi JO? 


1 00 15 fil 

liOO UtOJ 


1DIK2666 


ATOM 


2575 


C 


GLY 


341 


-1.764 


22 118 

LL t 11U 


28 600 

£0 « 0 v V 


1 00 11 99 

1 i OU 11 • JJ 


1DIK2667 


ATOM 


2576 


O 


GLY 


341 


-0.549 


22 077 

LL t V / 1 


28 735 

LQ * 1 J J 


1 00 16 11 

1 • UU 1U • 11 


1DIK2668 


ATOM 


2577 


N 


1LE 


342 


-2.344 


22 996 

LL • j j U 


27 797 


1 00 11 11 

1 i 00 1 J • 11 


1DIK2669 


ATOM 


2578 


CA 


ILE 


342 


-1.525 


23 941 

L J • 741 


27 036 

£ / • 0 JO 


1 00 17 14 

1 • 00 1 / • 14 


1DIK2670 


ATOM 


2579 


C 


1LE 


342 


-0.755 


24 910 

L 4 1 J 1 v 


?7 946 


1 00 17 ?1 

1 • 00 1 / • £ J 


1DIK2671 


ATOM 


2580 


O 


ILE 


342 


0.410 


25 214 

L J • L 14 


?7 f!94 

£ / • 074 


1 00 17 GO 

1 • 00 1 / • 00 


1DIK2672 


ATOM 


2581 


CB 


ILE 


342 


-2.399 


74 fiQO 

£4 • 070 


95 990 

&J • 77 v 


1 00 U 48 

1*00 10i40 


1DIK2673 


ATOM 


2582 


CGI 


ILE 


342 


-2.982 


LJ • DO J 


?5 015 


1 00 11 17 

1 »00 11 • 1 / 


1DIK2674 


ATOM 


2583 


CG2 


ILE 


342 


-1.574 


95 710 

£ J • 1 1 U 


?5 ??1 

£ J • ££1 


1 00 1? fiO 

1>00 1£«00 


1DIK2675 


ATOM 


2584 


CD1 


ILE 


342 


-4.052 


24 199 

£4 • 177 


94 138 

£4 • 1 JO 


1 00 14 ?5 

1 * 00 14 • £ J 


1DIK2676 


ATOM 


2585 


N 


ILE 


343 


-1.397 


25 184 

LJ • J04 


?9 010 

£7 • 010 


1 00 ?0 7? 

1 1 00 £0 • / £ 


1DIK2677 


ATOM 


2586 


CA 


ILE 


343 


-0.747 


26 296 

L U i £7U 


?9 948 

£7 • 740 


1 00 ?0 98 

1 • 00 £0 • £0 


1DIK2678 


ATOM 


2587 


C 


ILE 


343 


0.531 


25 647 

LJ • U4 1 


30 503 

JO « JU J 


1 00 ?1 94 

1*00 £1 • 74 


1DIK2679 


ATOM 


2588 


O 


ILE 


343 


1.617 


26 243 

L\J * Lt J 


30 467 

JU • 4U / 


1 00 23 12 

1 • 00 £ J « 1£ 


1DIK2680 


ATOM 


2589 


CB 


ILE 


343 


-1.703 


26 677 

L U « U / / 


31 1?4 

J 1 ■ 1£1 


1 00 17 08 

1 1 00 1 / • 00 


1DIK2681 


ATOM 


2590 


CGI 


ILE 


343 


-2.757 


27 671 

L 1 • 0 / 1 


30 fiia 

JU i 0 JO 


1 00 19 Ofi 

1*00 1£ • 00 


1DIK2682 


ATOM 


2591 


CG2 


ILE 


343 


-0.911 


27 321 

LI* J£ 1 


3? ?77 

J£ t £ / / 


1 00 19 99 

1*00 l£t7£ 


1DIK2683 


ATOM 


2592 


CD1 


ILE 


343 


-2.152 


99 04? 

LJ * vlb 


30 ?71 

JO i £ / 1 


1 00 11 fifi 
1*00 11*00 


1DIK2684 


ATOM 


2593 


N 


SER 


344 


0.394 


24 494 

£4 • 4£4 


31 OOfi 

Jl • 000 


1 00 90 30 

l.UU £0*J0 


1DIK2685 


ATOM 


2594 


CA 


SER 


344 


1.519 


93 fi90 

L J • 07 0 


31 5fi4 

Jl • J04 


1 00 17 8fi 

1 • 00 1 / • 00 


1DIK2686 


ATOM 


2595 


C 


SER 


344 


2.636 


93 489 

LJ • 40£ 


30 544 

JO • J 1 ! 1 * 


1 00 ?0 11 

1*00 £0*J1 


1DIK2687 


ATOM 


2596 


O 


SER 


344 


3.825 


93 604 

LJ • UU4 


30 881 

JO a 001 


1 00 19 0? 

1*00 17 * U£ 


1DIK2688 


ATOM 


2597 


CB 


SER 


344 


1.036 


9? 344 

££ • J44 


3? 081 

J£ t 001 


1 00 18 8? 

1 • 00 10 » 0£ 


1DIK2689 


ATOM 


2598 


OG 


SER 


344 


0.137 


22 512 

LL » J 1L 


33 164 

J J * 104 


1 00 19 78 

1*00 17 • / 0 


1DIK2690 


ATOM 


2599 


N 


ILE 


345 


2.248 


23 170 

£ J < 1 / U 


29 302 

£7 • JO£ 


1 00 19 86 

l.UU 17«00 


1DIK2691 


ATOM 


2600 


CA 


ILE 


345 


3.194 


22 940 

LL • j t\J 


28 205 

L 0 • L\J J 


I 00 19 fil 

I I UU 17 • 01 


1DIK2692 


ATOM 


2601 


C 


ILE 


345 


3.990 


24 211 

£4 * £11 


27 877 

£ / • 0 / / 


I 00 99 1fi 

I I 00 ££ • 10 


1DIK2693 


ATOM 


2602 


O 


ILE 


345 


5.211 


24 156 

£1 • 1 JU 


27 678 

£ / 1 0 / 0 


1 00 21 16 

1*00 £1 • JO 


1DIK2694 


ATOM 


2603 


CB 


ILE 


345 


2.460 


22 420 

LL i 1£ V 


26 936 

£0 • 7 JO 


1 00 17 fi7 

1 • 00 1 / • 0 / 


1DIK2695 


ATOM 


2604 


CGI 


ILE 


345 


1.926 


91 009 


?7 194 

£ / ■ 174 


1 00 17 47 

1 • 00 1 / ■ 4 / 


1DIK2696 


ATOM 


2605 


CG2 


ILE 


345 


3.389 


2? 40? 

££ • 4U£ 


95 738 

£ J • /JO 


1 00 10 81 

1*00 10<01 


1DIK2697 


ATOM 


2606 


CD1 


ILE 


345 


1.129 


90 443 

£0 * 44 J 


9fi 059 

£0 • U jl 


1 00 90 90 

liOO £0«£0 


1DIK2698 


ATOM 


2607 


N 


LEU 


346 


3.290 


95 347 

£ J • J4 / 


97 898 

£ / • 0£0 


1 00 91 51 

1*00 £1 • Jl 


1DIK2699 


ATOM 


2608 


CA 


LEU 


346 


3.906 


?fi fi45 

60 • 0*: J 


97 558 

£ / ■ J JO 


1 00 91 18 

1*00 £1* 10 


1DIK2700 


ATOM 


2609 


C 


LEU 


346 


4.987 


26 936 

£U • J JU 


28 fi10 

£0 • 010 


1 00 19 89 

1*00 17 * 0£ 


1DIK2701 


ATOM 


2610 


O 


LEU 


346 


6.078 


27 401 

£ / i 1 V 1 


98 981 

£0 • £01 


1 00 99 fiO 

1*00 ££ i 00 


1DIK2702 


ATOM 


2611 


CB 


LEU 


346 


2.838 


27 754 

Lit! J? 


97 559 

£ / • J J7 


1 00 91 91 

1*00 £!•£! 


1DIK2703 


ATOM 


2612 


CG 


LEU 


346 


1.787 


27 761 

LI ■ / U 1 


26 430 

£0 • 1 JU 


1 00 ?5 ?7 

1 * UU LJ % LI 


1DIK2704 


ATOM 


2613 


CD1 LEU 


346 


0.797 


28 905 

LQ • 7U J 


26 £55 

£0 1 0 JJ 


1 00 99 97 

1 • UO ££ • £ 1 


1DIK2705 


ATOM 


2614 


CD2 


LEU 


346 


2.457 


27 910 

£ / * j 1U 


25 067 

£ J ■ UU / 


1 00 19 78 

1*00 17 * / 0 


1DIK2706 


ATOM 


2615 


N 


PHE 


347 


4.694 


26 658 

£0 • U JO 


99 875 

£7 t 0 / J 


1 00 91 8K 

1*00 £1*00 


1DIK2707 


ATOM 


2616 


CA 


PHE 


347 


5.679 


26 878 

£0 i 0 / 0 


10 929 

JO i 7£7 


1 00 91 4fi 

1*00 £1*40 


1DIK2708 


ATOM 


2617 


C 


PHE 


347 


6.825 


95 881 

L J * 001 


10 884 

J v • 004 


1 00 94 47 

1*00 £4*4/ 


1DIK2709 


ATOM 


2618 


O 


PHE 


347 


7.981 


26 282 

£U * £Q£ 


11 0fi4 

J 1 • 004 


1 00 91 78 

1*00 £ J • / 0 


1DIK2710 


ATOM 


2619 


CB 


PHE 


347 


5.006 


26 903 

£0 • J w J 


32 300 

J£ • JOO 


1 00 99 55 

1*U0 ££*JJ 


1DIK2711 


ATOM 


2620 


CG 


PHE 


347 


4.289 


28 189 

£0 i 107 


32 566 

JL * JOU 


1 00 19 15 

1 • 00 17 • 1J 


1DIK2712 


ATOM 


2621 


CD1 


PHE 


347 


4.977 


29 283 

£ y * LQ J 


33 088 

J J • UO 0 


1 00 19 7fi 

1 • 00 17 * / 0 


1DIK2713 


ATOM 


2622 


CD2 


PHE 


347 


2.953 


28 332 


32 233 

JL * LJJ 


1 00 17 59 

1*UU 1 / i JJ 


1DIK2714 


ATOM 


2623 


CE1 


PHE 


347 


4.341 


30.508 


33.268 


1.00 18.90 


1DIK2715 


ATOM 


2624 


CE2 


PHE 


347 


2.311 


29.542 


32.407 


1.00 21.97 


1DIK2716 


IT AM 


969R 

£U£J 


CZ 


PHE 


in 


o.UU/ 


30.638 


32.926 


1.00 20.72 


1DIKZ717 


ATOM 


2626 


N 


ALA 


348 


6.517 


24.599 


30.634 


1.00 25.00 


1DIK2718 


ATOM 


2627 


CA 


ALA 


348 


7.547 


23.551 


30.533 


1.00 23.63 


lDIK2749r-iO Q A A 


ATOM 


2628 


C 


ALA 


348 


8.523 


23.830 


29.374 


1.00 23.94 


1DIK2720 h b. 0-41 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


2629 


0 


ALA 


348 


9.647 


23.327 


29.368 


1.00 


22.81 


1DIK2721 


ATOM 


2630 


CB 


ALA 


348 


6.909 


22.175 


30.360 


1.00 


18.75 


1DIK2722 


ATOM 


2631 


N 


LEU 


349 


8.096 


24.624 


28.394 


1.00 


23.18 


1DIK2723 


ATOM 


2632 


CA 


LEU 


349 


8.969 


24.977 


27.279 


1.00 


24.76 


1DIK2724 


ATOM 


2633 


C 


LEU 


349 


9.725 


26.227 


27.606 


1.00 


25.45 


1DIK2725 


ATOM 


2634 


0 


LEU 


349 


10.538 


26.708 


26.760 


1.00 


26.63 


1DIK2726 


ATOM 


2635 


CB 


LEU 


349 


8.11 


25.197 


25.990 


1.00 


24.37 


1DIK2727 


ATOM 


2636 


CG 


LEU 


349 


7.530 


23.958 


25.332 


1.00 


27.98 


1DIK2728 


ATOM 


2637 


CD1 


LEU 


349 


6.813 


24.399 


24.054 


1.00 


24.59 


1DIK2729 


ATOM 


2638 


CD2 


LEU 


349 


8.578 


22.871 


25.023 


1.00 


19.81 


1DIK2730 


ATOM 


2639 


N 


GLY 


350 


9.625 


26.745 


28.827 


1.00 


25.68 


1DIK2731 


ATOM 


2640 


CA 


GLY 


350 


10.370 


27.916 


29.269 


1.00 


27.97 


1DIK2732 


ATOM 


2641 


C 


GLY 


350 


10.009 


29.236 


28.611 


1.00 


30.96 


1DIK2733 


ATOM 


2642 


0 


GLY 


350 


10.781 


30.197 


28.671 


1.00 


31.89 


1DIK2734 


ATOM 


2643 


N 


LEU 


351 


8.830 


29.292 


27.997 


1.00 


31.09 


1DIK2735 


ATOM 


2644 


CA 


LEU 


351 


8.367 


30.486 


27.301 


1.00 


29.39 


1DIK2736 


ATOM 


2645 


C 


LEU 


351 


8.048 


31.700 


28.184 


1.00 


30.29 


1DIK2737 


ATOM 


2646 


0 


LEU 


351 


8.092 


32.841 


27.722 


1.00 


28.55 


1DIK2738 


ATOM 


2647 


CB 


LEU 


351 


7.147 


30.132 


26.456 


1.00 


31.14 


1DIK2739 


ATOM 


2648 


CG 


LEU 


351 


7.359 


28.989 


25.467 


1.00 


29.30 


1DIK2740 


ATOM 


2649 


CD1 


LEU 


351 


6.063 


28.718 


24.722 


1.00 


28.64 


1DIK2741 


ATOM 


2650 


CD2 


LEU 


351 


8.483 


29.347 


24.501 


1.00 


25.72 


1DIK2742 


ATOM 


2651 


N 


TYR 


352 


7.731 


31.474 


29.453 


1.00 


31.04 


1DIK2743 


ATOM 


2652 


CA 


TYR 


352 


7.410 


32.594 


30.325 


1.00 


31.74 


1DIK2744 


ATOM 


2653 


C 


TYR 


352 


8.350 


32.747 


31.502 


1.00 


34.72 


1DIK2745 


ATOM 


2654 


0 


TYR 


352 


7.942 


33.102 


32.613 


1.00 


33.44 


1DIK2746 


ATOM 


2655 


CB 


TYR 


352 


5.953 


32.484 


30.752 


1.00 


26.97 


1DIK2747 


ATOM 


2656 


CG 


TYR 


352 


5.090 


32.667 


29.552 


1.00 


28.46 


1DIK2748 


ATOM 


2657 


CD1 


TYR 


352 


4.916 


33.932 


29.003 


1.00 


27.92 


1DIK2749 


ATOM 


2658 


CD2 


TYR 


352 


4.506 


31.574 


28.910 


1.00 


29.60 


1DIK2750 


ATOM 


2659 


CE1 


TYR 


352 


4.190 


34.118 


27.846 


1.00 


30.02 


1DIK2751 


ATOM 


2660 


CE2 


TYR 


352 


3.773 


31.745 


27.745 


1.00 


30.26 


1DIK2752 


ATOM 


2661 


CZ 


TYR 


352 


3.622 


33.029 


27.220 


1.00 


32.93 


1DIK2753 


ATOM 


2662 


OH 


TYR 


352 


2.903 


33.228 


26.067 


1.00 


33.54 


1DIK2754 


ATOM 


2663 


N 


ASN 


353 


9.626 


32.484 


31.236 


1.00 


40.74 


1DIK2755 


ATOM 


2664 


CA 


ASN 


353 


10.669 


32.582 


32.251 


1.00 


47.39 


1DIK2756 


ATOM 


2665 


C 


ASN 


353 


10.941 


34.011 


32.729 


1.00 


47.72 


1DIK2757 


ATOM 


2666 


0 


ASN 


353 


11.505 


34.206 


33.802 


1.00 


46.72 


1DIK2758 


ATOM 


2667 


CB 


ASN 


353 


11.966 


31.932 


31.749 


1.00 


49.39 


1DIK2759 


ATOM 


2668 


CG 


ASN 


353 


11.931 


30.406 


31.832 


1.00 


53.90 


1DIK2760 


ATOM 


2669 


OD1 


ASN 


353 


10.895 


29.801 


32.155 


1.00 


51.32 


1DIK2761 


ATOM 


2670 


ND2 


ASN 


353 


13.071 


29.774 


31.537 


1.00 


57.79 


1DIR2762 


ATOM 


2671 


N 


GLY 


354 


10.535 


35.002 


31.937 


1.00 


48.40 


1DIK2763 


ATOM 


2672 


CA 


GLY 


354 


10.741 


36.390 


32.319 


1.00 


49.75 


1DIK2764 


ATOM 


2673 


C 


GLY 


354 


9.531 


36.974 


33.032 


1.00 


49.81 


1DIK2765 


ATOM 


2674 


0 


GLY 


354 


9.424 


38.193 


33.203 


1.00 


55.38 


1DIK2766 


ATOM 


2675 


N 


THR 


355 


8.622 


36.101 


33.449 


1.00 


46.75 


1DIK2767 


ATOM 


2676 


CA 


THR 


355 


7.396 


36.496 


34.135 


1.00 


46.22 


1DIK2768 


ATOM 


2677 


C 


THR 


355 


7.536 


36.191 


35.631 


1.00 


47.74 


1DIK2769 


ATOM 


2678 


0 


THR 


355 


7.789 


35.042 


36.007 


1.00 


47.46 


1DIK2770 


ATOM 


2679 


CB 


THR 


355 


6.180 


35.691 


33.556 


1.00 


42.82 


1DIK2771 


ATOM 


2680 


OG1 


THR 


355 


6.147 


35.847 


32.131 


1.00 


43.08 


1DIK2772 


ATOM 


2681 


CG2 


THR 


355 


4.853 


36.160 


34.154 


1.00 


35.74 


1DIK2773 


ATOM 


2682 


N 


LYS 


356 


7.388 


37.202 


36.486 


1.00 


44.73 


1DIK2774 


ATOM 


2683 


CA 


LYS 


356 


7.478 


36.960 


37.926 


1.00 


42.43 


1DIK2775 


ATOM 


2684 


C 


LYS 


356 


6.116 


36.530 


38.437 


1.00 


40.86 


1DIK2776 


ATOM 


2685 


0 


LYS 


356 


5.103 


36.849 


37.813 


1.00 


42.40 


1DIK2777 


ATOM 


2686 


CB 


LYS 


356 


7.942 


38.210 


38.664 


1.00 


41.47 


1DIK2778 


ATOM 


2687 


CG 


LYS 


356 


9.438 


38.349 


38.668 


1.00 


42.08 


1DIK2779 


ATOM 


2688 


CD 


LYS 


356 


9.866 


39.579 


39.406 


1.00 


42.64 


1DIK2780 


ATOM 


2689 


CE 


LYS 


356 


11.351 


39.719 


39.346 


1.00 


42.34 


1DIK2781 


ATOM 


2690 


NZ 


LYS 


356 


11.693 


41.124 


39.631 


1.00 


48.71 


1DIK2782 


ATOM 


2691 


N 


PRO 


357 


6.069 


35.806 


39.577 


1.00 


38.87 


1DIK2783 


ATOM 


2692 


CA 


PRO 


357 


4.777 


35.358 


40.120 


1.00 


39.88 


1DIK2784 


ATOM 


2693 


C 


PRO 


357 


3.771 


36.512 


40.134 


1.00 


42.03 


lDIK2785 r-i^ Q AO 
1DIK2786 h b. 0-4Z 


ATOM 


2694 


0 


PRO 


357 


4.092 


37.629 


40.564 


1.00 


44.16 



In re Application of: Dirk KOSTREWA, et af. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


2695 


CB 


PRO 


357 


5.149 


34.869 


41.517 


1.00 


38.17 


1DIK2787 


ATOM 


2696 


CG 


PRO 


357 


6.526 


34.306 


41.295 


1.00 


34.95 


1DIK2788 


ATOM 


2697 


CD 


PRO 


357 


7.183 


35.366 


40.438 


1.00 


33.26 


1DIK2789 


ATOM 


2698 


N 


LEU 


358 


2.562 


36.252 


39.649 


1.00 


40.53 


1DIK2790 


ATOM 


2699 


CA 


LEU 


358 


1.555 


37.298 


39.584 


1.00 


39.23 


1DIK2791 


ATOM 


2700 


C 


LEU 


358 


1.075 


37.682 


40.975 


1.00 


40.76 


1DIK2792 


ATOM 


2701 


O 


LEU 


358 


0.861 


36.815 


41.821 


1.00 


40.81 


1DIK2793 


ATOM 


2702 


CB 


LEU 


358 


0.355 


36.864 


38.732 


1.00 


37.58 


1DIK2794 


ATOM 


2703 


CG 


LEU 


358 


0.499 


36.397 


37.283 


1.00 


34.63 


1DIK2795 


ATOM 


2704 


CD1 


LEU 


358 


-0.862 


36.528 


36.631 


1.00 


32.21 


1DIK2796 


ATOM 


2705 


CD2 


LEU 


358 


1.512 


37.210 


36.528 


1.00 


33.59 


1DIK2797 


ATOM 


2706 


N 


SER 


359 


0.900 


38.979 


41.205 


1.00 


39.69 


1DIK2798 


ATOM 


2707 


CA 


SER 


359 


0.432 


39.461 


42.494 


1.00 


40.29 


1DIK2799 


ATOM 


2708 


C 


SER 


359 


-0.963 


38.910 


42.687 


1.00 


38.32 


1DIK2800 


ATOM 


2709 


O 


SER 


359 


-1.763 


38.923 


41.758 


1.00 


38.66 


1DIK2801 


ATOM 


2710 


CB 


SER 


359 


0.376 


40.989 


42.515 


1.00 


43.59 


1DIK2802 


ATOM 


2711 


OG 


SER 


359 


-0.234 


41.445 


43.720 


1.00 


51.02 


1DIK2803 


ATOM 


2712 


N 


THR 


360 


-1.254 


38.432 


43.889 


1.00 


37.92 


1DIK2804 


ATOM 


2713 


CA 


THR 


360 


-2.564 


37.870 


44.189 


1.00 


40.16 


1DIK2805 


ATOM 


2714 


C 


THR 


360 


-3.564 


38.907 


44.709 


1.00 


39.58 


1DIK2806 


ATOM 


2715 


O 


THR 


360 


-4.736 


38.589 


44.952 


1.00 


38.55 


1DIK2807 


ATOM 


2716 


CB 


THR 


360 


-2.425 


36.709 


45.206 


1.00 


42.37 


1DIK2808 


ATOM 


2717 


OG1 


THR 


360 


-1.519 


37.095 


46.255 


1.00 


47.97 


1DIK2809 


ATOM 


2718 


CG2 


THR 


360 


-1.877 


35.462 


44.515 


1.00 


40.43 


1DIK2810 


ATOM 


2719 


N 


THR 


361 


-3.104 


40.144 


44.875 


1.00 


40.07 


1DIK2811 


ATOM 


2720 


CA 


THR 


361 


-3.964 


41.214 


45.381 


1.00 


42.85 


1DIK2812 


ATOM 


2721 


C 


THR 


361 


-4.164 


42.376 


44.414 


1.00 


44.11 


1DIK2813 


ATOM 


2722 


O 


THR 


361 


-5.183 


43.053 


44.469 


1.00 


44.52 


1DIK2814 


ATOM 


2723 


CB 


THR 


361 


-3.432 


41.787 


46.728 


1.00 


42.66 


1DIK2815 


ATOM 


2724 


OG1 


THR 


361 


-1.993 


41.834 


46.720 


1.00 


42.42 


1DIK2816 


ATOM 


2725 


CG2 


THR 


361 


-3.909 


40.934 


47.877 


1.00 


45.08 


1DIK2817 


ATOM 


2726 


N 


THR 


362 


-3.201 


42.595 


43.524 


1.00 


45.47 


1DIK2818 


ATOM 


2727 


CA 


THR 


362 


-3.272 


43.703 


42.582 


1.00 


45.00 


1DIK2819 


ATOM 


2728 


C 


THR 


362 


-3.134 


43.247 


41.138 


1.00 


42.73 


1DIK2820 


ATOM 


2729 


O 


THR 


362 


-2.368 


42.332 


40.846 


1.00 


43.39 


1DIK2821 


ATOM 


2730 


CB 


THR 


362 


-2.142 


44.689 


42.867 


1.00 


49.03 


1DIK2822 


ATOM 


2731 


OG1 


THR 


362 


-2.006 


44.846 


44.287 


1.00 


56.76 


1DIK2823 


ATOM 


2732 


CG2 


THR 


362 


-2.434 


46.036 


42.227 


1.00 


50.37 


1DIK2824 


ATOM 


2733 


N 


VAL 


363 


-3.879 


43.901 


40.249 


1.00 


40.72 


1DIK2825 


ATOM 


2734 


CA 


VAL 


363 


-3.860 


43.616 


38.815 


1.00 


37.30 


1DIK2826 


ATOM 


2735 


C 


VAL 


363 


-2.524 


44.081 


38.243 


1.00 


39.07 


1DIK2827 


ATOM 


2736 


O 


VAL 


363 


-2.045 


45.160 


38.603 


1.00 


40.33 


1DIK2828 


ATOM 


2737 


CB 


VAL 


363 


-4.982 


44.402 


38.070 


1.00 


34.35 


1DIK2829 


ATOM 


2738 


CGI 


VAL 


363 


-4.928 


44.143 


36.562 


1.00 


33.50 


1DIK2830 


ATOM 


2739 


CG2 


VAL 


363 


-6.332 


44.034 


38.625 


1.00 


32.51 


1DIK2831 


ATOM 


2740 


N 


GLU 


364 


-1.934 


43.269 


37.366 


1.00 


38.65 


1DIK2832 


ATOM 


2741 


CA 


GLU 


364 


-0.676 


43.602 


36.694 


1.00 


40.15 


1DIK2833 


ATOM 


2742 


C 


GLU 


364 


-0.961 


43.550 


35.199 


1.00 


41.61 


1DIK2834 


ATOM 


2743 


O 


GLU 


364 


-1.619 


42.628 


34.714 


1.00 


42.19 


1DIK2835 


ATOM 


2744 


CB 


GLU 


364 


0.421 


42.606 


37.040 


1.00 


39.16 


1DIK2836 


ATOM 


2745 


CG 


GLU 


364 


0.621 


42.449 


38.515 


1.00 


45.46 


1DIK2837 


ATOM 


2746 


CD 


GLU 


364 


1.956 


41.863 


38.842 


1.00 


46.24 


1DIK2838 


ATOM 


2747 


OE1 


GLU 


364 


2.953 


42.609 


38.751 


1.00 


54.58 


1DIK2839 


ATOM 


2748 


0E2 


GLU 


364 


2.013 


40.666 


39.187 


1.00 


43.12 


1DIK2840 


ATOM 


2749 


N 


ASN 


365 


-0.475 


44.540 


34.466 


1.00 


41.88 


1DIK2841 


ATOM 


2750 


CA 


ASN 


365 


-0.727 


44.587 


33.037 


1.00 


41.03 


1DIK2842 


ATOM 


2751 


C 


ASN 


365 


0.218 


43.661 


32.288 


1.00 


39.55 


1DIK2843 


ATOM 


2752 


O 


ASN 


365 


1.181 


43.141 


32.866 


1.00 


34.92 


1DIK2844 


ATOM 


2753 


CB 


ASN 


365 


-0.615 


46.025 


32.513 


1.00 


46.26 


1DIK2845 


ATOM 


2754 


CG 


ASN 


365 


0.786 


46.589 


32.649 


1.00 


49.70 


1DIK2846 


ATOM 


2755 


OD1 


ASN 


365 


1.646 


46.361 


31.798 


1.00 


52.55 


1DIK2847 


ATOM 


2756 


ND2 


ASN 


365 


1.024 


47.323 


33.719 


1.00 


56.03 


1DIK2848 


ATOM 


2757 


N 


ILE 


366 


-0.075 


43.481 


30.999 


1.00 


38.20 


1DIK2849 


ATOM 


2758 


CA 


ILE 


366 


0.671 


42.603 


30.103 


1.00 


36.15 


1DIK2850 


ATOM 


2759 


C 


ILE 


366 


2.160 


42.944 


29.939 


1.00 


37.55 


1DIK2852 FIG. 8-43 


ATOM 


2760 


0 


ILE 


366 


2.947 


42.107 


29.489 


1.00 


38.87 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


2761 


CB 


ILE 


366 


-0.068 


42.489 


28.713 


1.00 33.38 


1DIK2853 


ATOM 


2762 


CGI 


ILE 


366 


0.239 


41.136 


28.084 


1.00 29.94 


1DIK2854 


ATOM 


2763 


CG2 


ILE 


366 


0.273 


43.652 


27.786 


1.00 24.77 


1DIK2855 


ATOM 


2764 


CD1 


ILE 


366 


-0.332 


39.987 


28.874 


1.00 22.62 


4 «w* A A 4* f 

1DIK2856 


ATOM 


2765 


N 


THR 


367 


2.542 


44.165 


30.302 


* A A A m A m 

1.00 37.95 


4 w» A A P* *4 

1DIK2857 


ATOM 


2766 


CA 


THR 


367 


3.944 


44.592 


30.243 


4 A A k A A f 

1.00 40.36 


1DIK2858 


ATOM 


2767 


C 


THR 


367 


4.654 


44.030 


31.486 


4 A A J A V f\ 

1.00 40.59 


4 *% A A p* A 

1DIK2859 


ATOM 


2768 


O 


THR 


367 


5.775 


43.512 


31.406 


4 A A J A A r 

1.00 40.36 


1DIK2860 


ATOM 


2769 


CB 


THR 


367 


4.058 


46.149 


30.248 


4 A A t 4 ^ A 

1.00 41.59 


1DIK2861 


ATOM 


2770 


OG1 


THR 


367 


3.625 


46.663 


28.983 


4 A A A A P* A 

1.00 38.58 


4 w» A A f f\ 

1DIK2862 


ATOM 


2771 


CG2 


THR 


367 


5.488 


46.602 


30.535 


1.00 43.44 


1DIK2863 


ATOM 


2772 


N 


GLN 


368 


3.985 


44.135 


32.630 


1.00 39.60 


1DIK2864 


ATOM 


2773 


CA 


GLN 


368 


4.532 


43.647 


33.880 


1.00 42.39 


1DIK2865 


ATOM 


2774 


C 


GLN 


368 


4.656 


42.133 


33.876 


1.00 43.99 


1DIK2866 


ATOM 


2775 


O 


GLN 


368 


5.613 


41.598 


34.438 


1.00 47.07 


1DIK2867 


ATOM 


2776 


CB 


GLN 


368 


3.650 


44.055 


35.050 


1.00 46.02 


1DIK2868 


ATOM 


2777 


CG 


GLN 


368 


3.575 


45.543 


35.313 


1.00 52.12 


1DIK2869 


ATOM 


2778 


CD 


GLN 


368 


2.605 


45.854 


36.439 


4 A A ^ m A A 

1.00 55.80 


1DIK2870 


ATOM 


2779 


OE1 


GLN 


368 


1.553 


46.460 


36.223 


4 A A ^ A A 4 

1.00 53.21 


1DIK2871 


ATOM 


2780 


NE2 


GLN 


368 


2.953 


45.432 


37.649 


4 A A I* A MA 

1.00 58.79 


1DIK2872 


ATOM 


2781 


N 


THR 


369 


3.691 


41.447 


33.250 


1.00 42.31 


1DIK2873 


ATOM 


2782 


CA 


THR 


369 


3.691 


39.980 


33.195 


1.00 37.86 


1DIK2874 


ATOM 


2783 


C 


THR 


369 


4.457 


39.399 


32.018 


1.00 35.95 


1DIK2875 


ATOM 


2784 


0 


THR 


369 


4.415 


38.186 


31.776 


1.00 32.63 


1DIK2876 


ATOM 


2785 


CB 


THR 


369 


2.273 


39.404 


33.156 


1.00 37.12 


1DIK2877 


ATOM 


2786 


OG1 


THR 


369 


1.626 


39.815 


31.940 


1.00 40.70 


1DIK2878 


ATOM 


2787 


CG2 


THR 


369 


1.475 


39.871 


34.368 


1.00 28.31 


1DIK2879 


ATOM 


2788 


N 


ASP 


370 


5.149 


40.269 


31.291 


1.00 33.39 


1DIK2880 


ATOM 


2789 


CA 


ASP 


370 


5.954 


39.864 


30.153 


1.00 32.87 


1DIK2881 


ATOM 


2790 


C 


ASP 


370 


5.170 


39.043 


29.104 


1.00 31.05 


1DIK2882 


ATOM 


2791 


O 


ASP 


370 


5.608 


37.979 


28.656 


1.00 31.02 


1DIK2883 


ATOM 


2792 


CB 


ASP 


370 


7.191 


39.099 


30.655 


1.00 35.44 


1DIK2884 


ATOM 


2793 


CG 


ASP 


370 


8.319 


39.065 


29.629 


1.00 40.37 


1DIK2885 


ATOM 


2794 


OD1 


ASP 


370 


8.469 


40.065 


28.893 


1.00 35.88 


1DIK2886 


ATOM 


2795 


OD2 


ASP 


370 


9.052 


38.043 


29.558 


1.00 39.79 


1DIK2887 


ATOM 


2796 


N 


GLY 


371 


4.003 


39.548 


28.721 


1.00 29.15 


1DIK2888 


ATOM 


2797 


CA 


GLY 


371 


3.203 


38.883 


27.717 


1.00 26.42 


1DIK2889 


ATOM 


2798 


C 


GLY 


371 


2.322 


37.745 


28.178 


1.00 29.16 


1DIK2890 


ATOM 


2799 


O 


GLY 


371 


1.686 


37.105 


27.350 


1.00 31.15 


1DIK2891 


ATOM 


2800 


N 


PHE 


372 


2.260 


37.470 


29.475 


1.00 29.53 


1DIK2892 


ATOM 


2801 


CA 


PHE 


372 


1.397 


36.390 


29.921 


1.00 26.79 


1DIK2893 


ATOM 


2802 


C 


PHE 


372 


0.035 


36.824 


30.426 


1.00 28.06 


1DIK2894 


ATOM 


2803 


O 


PHE 


372 


-0.065 


37.740 


31.243 


1.00 32.94 


1DIK2895 


ATOM 


2804 


CB 


PHE 


372 


2.038 


35.542 


31.025 


1.00 23.34 


1DIK2896 


ATOM 


2805 


CG 


PEE 


372 


1.130 


34.436 


31.508 


1.00 24.56 


1DIK2897 


ATOM 


2806 


CD1 


PHE 


372 


0.994 


33.257 


30.772 


1.00 22.68 


1DIK2898 


ATOM 


2807 


CD2 


PHE 


372 


0.355 


34.601 


32.648 


1.00 22.77 


1DIK2899 


ATOM 


2808 


CE1 


PHE 


372 


0.095 


32.268 


31.161 


1.00 23.69 


1DIK2900 


ATOM 


2809 


CE2 


PHE 


372 


-0.553 


33.614 


33.048 


1.00 26.64 


1DIK2901 


ATOM 


2810 


CZ 


PHE 


372 


-0.684 


32.447 


32.303 


1.00 24.28 


1DIK2902 


ATOM 


2811 


N 


SER 


373 


-1.006 


36.149 


29.941 


1.00 27.69 


1DIK2903 


ATOM 


2812 


CA 


SER 


373 


-2.394 


36.361 


30.377 


1.00 24.96 


1DIK2904 


ATOM 


2813 


C 


SER 


373 


-3.191 


35.201 


29.772 


1.00 25.82 


1DIK2905 


ATOM 


2814 


O 


SER 


373 


-2.776 


34.638 


28.753 


1.00 26.67 


1DIK2906 


ATOM 


2815 


CB 


SER 


373 


-2.945 


37.716 


29.914 


4 A A A A A + 

1.00 20.86 


1DIK2907 


ATOM 


2816 


OG 


SER 


373 


-3.520 


37.661 


28.620 


1.00 26.28 


1DIK2908 


ATOM 


2817 


N 


SER 


374 


-4.310 


34.820 


30.378 


1.00 23.66 


1DIK2909 


ATOM 


2818 


CA 


SER 


374 


-5.092 


33.728 


29.816 


1.00 23.58 


1DIK2910 


ATOM 


2819 


C 


SER 


374 


-5.576 


34.063 


28.418 


1.00 21.38 


1DIK2911 


ATOM 




O 


SER 


374 


-5.596 


33.201 


27.552 


1 AA 1JI ft1 

1.00 24.01 


1DIK2912 


ATOM 


2821 


CB 


SER 


374 


-6.295 


33.404 


30.688 


1.00 24.78 


1DIK2913 


ATOM 


2822 


OG 


SER 


374 


-5.868 


32.729 


31.846 


1.00 36.24 


1DIK2914 


ATOM 


2823 


N 


ALA 


375 


-5.965 


35.316 


28.209 


1.00 19.17 


1DIK2915 


ATOM 


2824 


CA 


ALA 


375 


-6.462 


35.774 


26.919 


1.00 18.77 


1DIK2916 


ATOM 


2825 


C 


ALA 


375 


-5.377 


35.768 


25.839 


1.00 19.10 


1DIK2917 



FIG. 8-44 
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Parent Serial 


No.: 


10/062,848 














For: 






MODIFIED PHYTASES 




ATOM 


2826 


O 


ALA 


375 


-5.674 


91 fiftl 
jD.OUj 


OA fi£0 


1 AA 

x.uu 


17 17 
X/.Xj 


1DIK2918 


ATOM 


2827 


CB 


ALA 


375 


-7.066 


n ns 

5 / • 1 10 


07 aka 

it .UOU 


1 AA 
1 1 UU 


17 19 
X / • XZ 


1DIK2919 


ATOM 


2828 


N 


TRP 


376 


-4.124 


11 Q4R 
JD.740 


Ofi 9A1 
ZO . Z4X 


1 AA 
I* UU 


1ft 91 
XO . zx 


1DIK2920 


ATOM 


2829 


CA 


TRP 


376 


-3.028 


11 Qlfi 
Jj. 730 


9R 9ft 1 ; 

L J* Z03 


1 AA 

1. UU 


OA 7ft 

ZU . / 0 


1DIK2921 


ATOM 


2830 


C 


TRP 


376 


-2.419 


14 1R1 

J4. JOJ 


9R A7fi 

Z J • V 30 


1 AA 

X. UU 


99 7fi 

ZZ . / 0 


1DIK2922 


ATOM 


2831 


O 


TRP 


376 


-1.724 


14 1Q1 
J4. J71 


9A A79 

Z4.UJZ 


1 AA 

X. UU 


9A Al 

Z*i • 41 


1DIK2923 


ATOM 


2832 


CB 


TRP 


376 


-1.922 


1fi Q19 
j0.7j£ 


9R 79A 

ZD. /ZU 


1 AA 
X. UU 


9A RA 
ZU .3U 


1DIK2924 


ATOM 


2833 


CG 


TRP 


376 


-2.236 


1ft HQ 

JO. DD7 


95 AA£ 
ZD.4U0 


1 AA 
X. UU 


91 Q1 
Zl ■ Jl 


1DIK2925 


ATOM 


2834 


CD1 


TRP 


376 


-3.465 


1ft Q41 
JO. 741 


9R A79 
ZD. 43Z 


1 AA 
X.UU 


91 7R 
ZX# /3 


1DIK2926 


ATOM 


2835 


CD2 


TRP 


376 


-1.309 


10. IRQ 

J7. 007 


or nn 

zj.UX/ 


1 AA 
X.UU 


07 R7 
Zj .30 


1DIK2927 


ATOM 


2836 


HE1 


TRP 


376 


-3.368 


An 9£S 

4U.£0D 


OR AQR 
ZD.UoD 


1 AA 
X.UU 


07 flA 
zj.oU 


1DIK2928 


ATOM 


2837 


CE2 


TRP 


376 


-2.060 


4U.D/£ 


OA flOA 


1 AA 
X.UU 


OA 7Q 


1DIK2929 


ATOM 


2838 


CE3 


TRP 


376 


0.082 


1Q 49Q 
J7. 4£7 


OA 01 A 


1 AA 
X. UU 


OK Afi 
ZD. 40 


1DIK2930 


ATOM 


2839 


CZ2 


TRP 


376 


-1.468 


41 7QA 
41. /74 


OA AIR 
Z4 .433 


1 AA 
X.UU 


OR 70 
ZD. \L 


1DIK2931 


ATOM 


2840 


CZ3 


TRP 


376 


0.676 


4A fi4Q 

4U. 047 


9A AOR 
Z4 »4Z3 


1 AA 
X . UU 


OA ftO 
Z4 • OZ 


1DIK2932 


ATOM 


2841 


CB2 


TRP 


376 


-0.106 


41 R17 
91.011 


9A 9A9 
Z4.Z4Z 


1 AA 
X. UU 


OA 70 
Z4 • \L 


1DIK2933 


ATOM 


2842 


N 


THR 


377 


-2.670 


11 fill 
jj. DDI 


95 Q71 
Z3.93X 


1 AA 
X.UU 


07 AR 
Zj . U3 


1DIK2934 


ATOM 


2843 


CA 


THR 


377 


-2.105 


19 9Qfi 

J£.£70 


OR 77A 

Z 3 » 1 / U 


1 AA 
X.UU 


OA 77 
ZU. / j 


1DIK2935 


ATOM 


2844 


C 


THR 


377 


-3.128 


11 919 
Jl.ll/ 


OR A7ft 
Z3.430 


1 AA 
X.UU 


01 Oft 
ZXt 10 


1DIK2936 


ATOM 


2845 


O 


THR 


377 


-2.917 


1ft 499 
JU.4££ 


OA AQQ 
i^Ajj 


1 AA 
X.UU 


11 Oft 
ZZ .ZO 


1DIK2937 


ATOM 


2846 


CB 


THR 


377 


-1.282 


11 001 
51.011 


97 AK 
Li .1/13 


1 AA 
X.UU 


01 AR 
ZX.UD 


1DIK2938 


ATOM 


2847 


OG1 


THR 


377 


-2.125 


11 OAS 

Jl.OOJ 


9Q 1 Q 1 
ZO. XoX 


1 AA 
X.UU 


OA A7 
zu.U/ 


1DIK2939 


ATOM 


2848 


OG2 


THR 


377 


-0.122 


19 091 
J£ .0/1 


01 OK 

L 1 .Zl3 


1 AA 
X.UU 


17 R£ 
X/ . jO 


1DIK2940 


ATOM 


2849 


N 


VAL 


378 


-4.232 


91 199 


1C 1Q7 
zb. Lol 


1 AA 
X.UU 


10 cc 

X7.0D 


1DIK2941 


ATOM 


2850 


CA 


VAL 


378 


-5.266 


1ft 191 


OR QKA 
LJ . 90U 


1 AA 
X. UU 


17 £Q 
X/ .09 


1DIK2942 


ATOM 


2851 


C 


VAL 


378 


-6.712 


1ft fill 
JU.Oll 


LJ . ODj 


1 AA 
X . UU 


10 AR 
X9 . UD 


1DIK2943 


ATOM 


2852 


O 


VAL 


378 


-7.657 


9ft IfiA 
JU. 10U 


Id 707 

ZO . OZj 


1 AA 
X.UU 


1Q 07 
XO.9/ 


1DIK2944 


ATOM 


2853 


CB 


VAL 


378 


-5.290 


90 194 


97 1A7 
Z / • 1UJ 


1 AA 
X. UU 


1Q A& 
LJ . 40 


1DIK2945 


ATOM 


2854 


CGI 


VAL 


378 


-4.018 


9(1 901 

£0.171 


97 A£1 
Z / .UOX 


1 AA 
X.UU 


U 7R 
ID. JD 


1DIK2946 


ATOM 


2855 


CG2 


VAL 


378 


-5.461 


90 fill 
17.011 


9ft ARQ 


1 AA 
X.UU 


17 A7 
1/.4/ 


1DIK2947 


ATOM 


2856 


N 


PRO 


379 


-6.909 


11 lift 

Ji. D1U 


9A £ft1 


1 AA 
X.UU 


1Q A7 
19 .Uj 


1DIK2948 


ATOM 


2857 


CA 


PRO 


379 


-8.300 


11 119ft 
5l.olo 


9A AAR 


1 AA 
X.UU 


17 QA 
X/ioU 


1DIK2949 


ATOM 


2858 


C 


PRO 


379 


-8.910 


9ft fiS4 


97 £Q£ 
ZJ.090 


1 AA 
X.UU 


1Q 7Q 


1DIK2950 


ATOM 


2859 


O 


PRO 


379 


-8.215 


90 CSC 
£7. ODD 


07 A70 


1 AA 
X.UU 


01 71 
Zl. jl 


1DIK2951 


ATOM 


2860 


CB 


PRO 


379 


-8.149 


19 ft/IC 
55. U4D 


11 A1Q 


1 AA 
X.UU 


1 £ 1 A 
XD. XU 


1DIK2952 


ATOM 


2861 


CG 


PRO 


379 


-6.877 


19 £Q1 
01.071 


11 £77 
ZZ.D/ / 


1 AA 
X.UU 


17 01 
1/ .Zl 


1DIK2953 


ATOM 


2862 


CD 


PRO 


379 


-5.979 


99 94Q 
j£.£47 


07 7Qft 
ZJ. /jo 


1 AA 
X.UU 


1Q AK 
X9.U0 


1DIK2954 


ATOM 


2863 


N 


PHE 


380 


-10.188 


9ft 9ft4 


07 7AA 
Zj. Wi 


1 AA 
X.UU 


1Q RO 
Xo.DZ 


1DIK2955 


ATOM 


2864 


CA 


PHE 


380 


-10.784 


90 Iftft 
£7. DOC 


11 GAP. 
ZZ • DUD 


1 AA 
X.UU 


1ft 8R 
10. 53 


1DIK2956 


ATOM 


2865 


C 


PHE 


380 


-10.052 


90 Iftfi 
£7. DUO 


91 0A7 
Zl.ZDJ 


1 AA 
X.UU 


01 1 A 
ZXt XU 


1DIK2957 


ATOM 


2866 


O 


PHE 


380 


-9.733 


1ft 111 
JU.DJD 


9A fifiQ 
ZU. 009 


1 AA 
X.UU 


OA Id 
Z4 .ZD 


1DIK2958 


ATOM 


2867 


CB 


PHE 


380 


-12.260 


90. ft41 


09 70Q 

Lit JLJ 


1 AA 
X.UU 


17 7ft 
LI • 10 


1DIK2959 


ATOM 


2868 


CG 


PHE 


380 


-13.150 


9Q fi19 
£7 .051 


97 RAQ 
ZJ.3U9 


1 AA 
X.UU 


OA 07 
ZU. 9/ 


1DIK2960 


ATOM 


2869 


CD1 


PHE 


380 


-13.089 


9ft 4£1 

£0.401 


9A 9A7 
Z4.z4/ 


1 AA 
X.UU 


1ft R1 
Xo . 3X 


1DIK2961 


ATOM 


2870 


CD2 


PHE 


380 


-14.084 


9ft fiK 
JU.OlD 


07 Q£Q 

zj .ooo 


1 AA 
X.UU 


00 1 7 
LL • 1j 


1DIK2962 


ATOM 


2871 


CE1 


PHE 


380 


-13.945 


9Q 9S9 
£0.£D£ 


OR 707 
ZD. JZ/ 


1 AA 
X.UU 


11 1 c 
zo. lb 


1DIK2963 


ATOM 


2872 


CE2 


PHE 


380 


-14.942 


1ft 410 


OA QA1 


1 AA 
X.UU 


OA QO 
ZU.9Z 


1DIK2964 


ATOM 


2873 


CZ 


PHE 


380 


-14.874 


10 990 
£7. ££7 


OR £77 


1 AA 
X.UU 


1 Q QA 

Xo.oU 


1DIK2965 


ATOM 


2874 


N 


ALA 


381 


-9.790 


9ft 9Qfi 
£0.£7t> 


OA 7QR 
ZU. /oD 


1 AA 
X.UU 


1 Q Q7 
19.03 


1DIK2966 


ATOM 


2875 


CA 


ALA 


381 


-9.106 


9ft mi 
£0.1Uj 


1Q R1A 


1 AA 
X.UU 


17 ft7 
1/ .03 


1DIK2967 


ATOM 


2876 


C 


ALA 


381 


-7.703 


9ft 711 
£0. / Jl 


1Q A7fi 
19 • ft /O 


1 AA 
X.UU 


01 AO 
Zl . 4Z 


1DIK2968 


ATOM 


2877 


0 


ALA 


381 


-7.225 


9Q 14ft 
£7. 140 


1ft A1A 


1 AA 
X.UU 


07 dl 
Zj. Dz 


1DIK2969 


ATOM 


2878 


CB 


ALA 


381 


-9.968 


9ft fi41 
£0.041 


1ft 7£Q 
10 . jOj 


1 AA 
X.UU 


XD • UD 


1DIK2970 


ATOM 


2879 


N 


SER 


382 


-7.035 


9R RftQ 

£0. 0U7 


OA fiOO 
ZU .ozz 


1 AA 
X.UU 


i c ni 

XD.UX 


1DIK2971 


ATOM 


2880 


CA 


SER 


382 


-5.699 


90 HQ 

£7. JD7 


OA fiOR 
ZU . DZ3 


1 AA 
X.UU 


U Al 
XD .41 


1DIK2972 


ATOM 


2881 


C 


SER 


382 


-4.814 


9R 4(11 

£0.4UJ 


1Q ftRA 
Ij • 03U 


1 AA 
X.UU 


U QQ 
X0.99 


1DIK2973 


ATOM 


2882 


0 


SER 


382 


-5.165 


97 74ft 
£ / >£4U 


1Q fi7A 
lj • D / ft 


1 AA 
X.UU 


01 ftA 
ZX.oU 


1DIK2974 


ATOM 


2883 


CB 


SER 


382 


-5.170 


9Q 4fi7 
£7.40£ 


09 AAfi 
ZZ.U4D 


1 AA 
X.UU 


1ft KQ 
Xo.D9 


1DIK2975 


ATOM 


2884 


OG 


SER 


382 


-5.083 


?R 174 
£0.1/4 


99 fi19 
ZZ • 01Z 


1 AA 
X .UU 


1Q A1 
19.41 


1DIK2976 


ATOM 


2885 


N 


ARG 


383 


-3.666 


9R 0(19 
£0.O0£ 


1Q 7Q7 

lj. JOJ 


1 AA 
X.UU 


1 Q Q£ 
19. oO 


1DIK2977 


ATOM 


2886 


CA 


ARG 


383 


-2.724 


28.025 

L U i V L J 


18.678 


1 00 


16 82 


1DIK2978 


ATOM 


2887 


C 


ARG 


383 


-1.299 


28.454 


18.979 


1.00 


19.46 


1DIK2979 


ATOM 


2888 


0 


ARG 


383 


-1.000 


29.648 


19.103 


1.00 


22.02 


1DIK2980 


ATOM 


2889 


CB 


ARG 


383 


-2.971 


28.002 


17.153 


1.00 


17.09 


1DIK2981 


ATOM 


2890 


CG 


ARG 


383 


-2.591 


29.257 


16.352 


1.00 


17.29 




ATOM 


2891 


CD 


ARG 


383 


-3.451 


30.487 


16.688 


1.00 


16.60 


1DIK2983 FIG. 8-45 



In re Application of: Dirk KOSTREWA, et al. 



Parent Serial No. 



10/062,848 









Fnr 






MODIFIED PHYTASES 




ATOM 


0 ft ft 1 

2892 


1TT1 

NE 


ftn a 

ARG 


OOO 

383 


A OA£ 

-4.896 


30.223 


16.669 


1.00 


15.07 


1 nTTf O AO A 

1DIK2984 


ATOM 


OOAO 

2893 


/in 
CZ 


ftnA 

ARG 


OOO 

383 


C 01 c 

-5.716 


30.480 


15.645 


1.00 


14.92 


1 nTtr o aoc 

1DIK2985 


ft mAif 

ATOM 


0 0 ft A 

2894 


NH1 


ftnA 

ARG 


383 


C 000 

-5.272 


31.002 


14.508 


1.00 


8.26 


1 T\TV 0 AOC 

1DIK2986 


ftfflAlf 

ATOM 


OOAC 

2895 


MHO 

NH2 


ftnA 

ARG 


000 

383 


0 AAC 

-7.005 


30.209 


15.757 


1.00 


12.00 


1 fiTT/OOOO 

1DIK2987 


ATOM 


oooc 
2896 


N 


t t?it 

LEU 


00/1 

384 


A A 00 

-0.432 


27.456 


19.113 


1.00 


20.14 


1 nTroooo 
1DIK2988 


ft m All 

ATOM 


2897 


Aft 

CA 


T TMT 

LEU 


00/1 

384 


A 000 

0.982 


27.640 


19.361 


1.00 


15.15 


1 HTT/OOOO 

1D1K2989 


ftmAif 

ATOM 


2898 


c 


t on 

LEU 


OO/I 

384 


1 coo 
1.632 


26.976 


18.156 


1.00 


17.51 


1 T\TV OA A A 

1DIK2990 


ftlTIAIf 

ATOM 


1 0 Aft 

2899 


0 


LEU 


O O A 

384 


1 OOA 

1.239 


25.859 


17.776 


1.00 


17.66 


1 T\TV OAA1 

1DIK2991 


ftfflAlf 

ATOM 


1 ft Aft 
2900 


CB 


T TJTT 

LEU 


OOf 

384 


1 OOf 

1.384 


26.904 


20.641 


1.00 


14.47 


1 r\Ttr OA AO 

1DIK2992 


ft m am 

ATOM 


1ft A 1 

2901 


CG 


LEU 


OO A 

384 


0 0 0 A 

2.834 


26.416 


20.797 


1.00 


23.97 


1 nTtr O AAO 

1DIK2993 


ft m ah 

ATOM 


O AAO 

2902 


CD1 


T BTT 

LEU 


OO A 

384 


0 Of 1 

3.761 


27.555 


21.205 


1.00 


22.30 


1 H.TT7 O A A /I 

1DIK2994 


ft (11 Alt 

ATOM 


O AAO 

2903 


CD2 


T T3TT 

LEU 


OO A 

384 


0 OOA 

2.880 


25.312 


21.859 


1.00 


26.10 


1 T\TT70 AAC ' 

1DIK2995 


ftfflAlf 

ATOM 


o a a f 

2904 


N 


TYR 


OOC 

385 


0 C A1 

2.601 


27.658 


17.546 


1.00 


17.61 


1 T\TV O A AC 

1DIK2996 


ftfflAlf 

ATOM 


1 AAC 

2905 


Aft 

CA 


TYR 


OOC 

385 


o oo c 

3.336 


27.110 


16.402 


1.00 


14.96 


1 T\TV 0 A A 0 

1DIK2997 


ftfflAlf 

ATOM 


O AAC 

2906 


c 


mvn 

TYR 


OOC 

385 


A Oft A 

4.794 


26.962 


16.803 


1.00 


17.08 


1 v\TV O A A A 

1DIK2998 


ftfflAlf 

ATOM 


O AAO 

2907 


A 

0 


ffitin 

TYR 


OOC 

385 


C OOA 

5.379 


27.860 


17.428 


1.00 


15.24 


1 HTT7 O A A A 

1DIK2999 


ft m ah 

ATOM 


OOAO 

2908 


AD 

CB 


ffivn 

TYR 


OOC 

385 


0 0/11 

3.341 


28.047 


15.186 


1.00 


12.27 


1 r\TT/ 0 AAA 

1D1K3000 


ftfflAlf 

ATOM 


TO AO 

2909 


AA 

CG 


TYR 


OOC 

385 


0 A01 

2.021 


28.338 


14.532 


1.00 


14.64 


1 HTT/ 0AA1 

1DIK3001 


ftfflAlf 

ATOM 


OA1 A 

2910 


Ar\1 

CD1 


ffivn 

TYR 


OOC 

385 


1 A A/I 

1.004 


27.383 


14.479 


1.00 


15.16 


1 f\T7 O AAO 

1D1K3002 


ftfflAlf 

ATOM 


OA1 1 

2911 


AAO 

CD2 


mvn 

TYR 


OOC 

385 


1 0 AC 

1.795 


29.580 


13.942 


1.00 


17.04 


1 nTTT 0 AAO 

1D1K3003 


ftfflAlf 

ATOM 


1 A1 1 

2912 


AT51 

CE1 


mvn 

TYR 


OOC 

385 


A OAA 

-0.209 


27.657 


13.854 


1.00 


16.98 


1 T\TV O AA A 

1DIK3004 


ft fflAlf 

ATOM 


OA1 O 

2913 


atsO 

CE2 


TYR 


OOC 

385 


A CO A 

0.584 


29.870 


13.309 


1.00 


18.46 


1 nTT/ O AAC 

1DIK3005 


ftfflAlf 

ATOM 


O A 1 A 

2914 


A IT 

CZ 


TYR 


OOC 

385 


A A 1 0 

-0.418 


28.910 


13.265 


1.00 


21.91 


1 nTT? 0 A AC 

1DIK3006 


ftfflAlf 

ATOM 


OA1 C 

2915 


am 

0B 


TYR 


OOC 

385 


1 /OA 

-1.620 


29.216 


12.637 


1.00 


13.55 


1 nTT/ O A AO 

1DIK3007 


ft mAif 

ATOM 


OA1 C 

2916 


N 


VAL 


O O/* 

386 


C 001 

5.381 


25.829 


16.448 


1.00 


18.39 


1 nTT7 0 A A 0 

1DIK3008 


ftfflAlf 

ATOM 


O A 1 0 

2917 


Aft 

CA 


TTftT 

VAL 


OO/! 

386 


C 0 AO 

6.793 


25.606 


16.681 


1.00 


16.56 


1 t\tv OAA A 

1DIK3009 


ft mAif 

ATOM 


OA 1 0 

2918 


C 


TTft T 

VAL 


OO/! 

386 


0 OOC 

7.285 


25.311 


15.279 


1.00 


17.90 


1 nTT/ OA 1 A 

1DIK3010 


ftfflAlf 

ATOM 


O A1 A 

2919 


0 


TTftT 

VAL 


OO/! 

386 


C OAO 

6.893 


24.298 


14.680 


1.00 


20.76 


1 nTT/ O A1 1 

1DIK3011 


ft mAif 

ATOM 


OAO A 

2920 


An 

CB 


TTft T 

VAL 


OO/! 

386 


0 ACO 

7.067 


24.404 


17.577 


1.00 


16.14 


1 nTtr O Al O 

1DIK3012 


ft mAif 

ATOM 


O AO 1 

2921 


AAl 

CGI 


TTft T 

VAL 


OOC 

386 


0 coo 

8*572 


24.270 


17.787 


1.00 


6.88 


1 ATT/ O A 1 O 

1DIK3013 


ft mAif 

ATOM 


O AOO 

2922 


AAO 

CG2 


TTftT 

VAL 


0 0/! 

386 


C 0 A C 

6.346 


24.565 


18.910 


1.00 


15.11 


1 ATT/ O A 1 A 

1DIK3014 


ftfflAlf 

ATOM 


1 A*) 1 

2923 


N 


AT TT 

GLU 


ooo 

387 


0 11/! 

8.116 


26.198 


14.745 


1.00 


17.38 


1 ATT/ 0 A 1 C 

1DIK3015 


ftfflAlf 

ATOM 


O AO A 

2924 


Aft 

CA 


AT TT 

GLU 


ooo 

387 


0 czc 

8.656 


26.029 


13.400 


1.00 


19.62 

iy . vfa 


1 nTT/ O A 1 C 

1DIK3016 


ft mAif 

ATOM 


o aoc 

2925 


C 


GLU 


O AO 

387 


1 A 1 Ct\ 

10.169 


25.935 


13.407 


1.00 


19.53 


1 r\TT7 1 A1 0 

1DIK3017 


ATOM 


o ft o t 
2926 


0 


GLU 


1 A*l 

387 


1 A A 1 A 

10.834 


26.508 


14.269 


1.00 


21.49 


1 rvTir 1 A 1 A 

1DIK3018 


ft mAif 

ATOM 


1 ait 

2927 


An 

CB 


AT T1 

GLU 


O AO 

387 


0 011 

8.211 


27.185 


12.488 


1.00 


19.65 


1 niTtr 1 A 1 A 

1DIK3019 


ft mAif 

ATOM 


0 AO 0 

2928 


CG 


AT ft 

GLU 


OAT 

387 


0 f c t 

8.456 


28.572 


13.064 


1.00 


24.89 


1 nrtr 1 A A A 

1DIK3020 


ftfflAlf 

ATOM 


1 AO A 

2929 


An 

CD 


AT TT 

GLU 


000 

387 


0 OOA 

7.839 


29.707 


12.237 


1.00 


25.32 


1 nTT/ OA0 1 

1DIK3021 


ft m au 

ATOM 


OAO A 

2930 


ATJl 

0E1 


AT IT 

GLU 


000 

387 


C /!OC 

6.675 


29.590 


11.802 


1.00 


18.28 


1 ATT/ 0 AO 0 

1DIK3022 


ftfflAlf 

ATOM 


OA O 1 

2931 


ATJO 

0E2 


AT TT 

GLU 


000 

387 


0 C 0 1 

8.531 


30.726 


12.030 


1.00 


24.15 


1 nTir 0 AO O 

1DIK3023 


ft m All 

ATOM 


OAOO 

2932 


IT 

N 


MET 


000 

388 


1 A OAO 

10.708 


25.196 


12.448 


1.00 


22.89 


i nTT/ OAO A 

1D1K3024 


ft m All 

ATOM 


oooo 
2933 


Aft 

CA 


MET 


000 

388 


10 1/10 

12.148 


25.047 


12.306 


1.00 


24.50 


1 nTT/ 0 AOC 

1DIK3025 


ftfflAlf 

ATOM 


O AO i 

2934 


C 


MET 


000 

388 


1 0 A OA 

12.420 


25.506 


10.872 


1.00 


25.97 


1 nTT/ O AOC 

1D1K3026 


ft m All 

ATOM 


OOOC 

2935 


0 


MET 


000 

388 


1 1 COA 

11.629 


25.226 


9.962 


1.00 


24.86 


1 nTT/ 0 AO o 

1DIK3027 


ftfflAlf 

ATOM 


0 A O C 

2936 


An 

CB 


IfTOffl 

MET 


000 

388 


10 CC A 

12.564 


23.596 


12.542 


1.00 


24.86 


1 nTT7 O AO O 

1DIK3028 


ftfflAlf 

ATOM 


o An 

2937 


AA 

CG 


MET 


000 

388 


1 A A A C 

14.045 


23.405 


12.736 


1.00 


28.49 


1 nTT/ OAO A 

1DIK3029 


ft mAif 

ATOM 


O AO O 

2938 


An 

SD 


MET 


000 

388 


If A 0 A 

14.420 


21.945 


13.737 


1.00 


32.00 


1 nTT/ OAO A 

1DIK3030 


ft fflAlf 

ATOM 


OAO A 

2939 


An 

CE 


MET 


0 0 0 

388 


11 C t A 

13.569 


20.648 


12.835 


1.00 


25.36 


1 nTtr 1 A 1 1 

1DIK3031 


ft fflAlf 

ATOM 


O ft A ft 

2940 


N 


MET 


0 0 A 

389 


10 CIO 

13.517 


26.233 


10.673 


1.00 


26.04 


1DIK3032 


ftfflAlf 

ATOM 


O A A 1 

2941 


Aft 

CA 


ifram 

MET 


OOA 

389 


1 0 OCO 

13.863 


26.749 


9.351 


1.00 


27.38 


1 nTT/ OA O 0 

1DIK3033 


ft m All 

ATOM 


O Ad O 

2942 


C 


IfTSffl 

MET 


OOA 

389 


1 C OC/I 

15.354 


26.673 


9.063 


1.00 


31.05 


1 nTT/ 1 A O A 

1DIK3034 


ft fflAlf 

ATOM 


OO/I 0 

2943 


A 

0 


MET 


000 

389 


1 c 1 oc 
16.186 


26.532 


9.970 


1.00 


28.80 


1 nTT/ O AOC 

1DIK3035 


ftfflAlf 

ATOM 


004 A 

2944 


AO 

CB 


if mm 

MET 


OOA 

389 


1 0 000 

13.388 


28.200 


9.188 


1.00 


21.65 


1 nTT/ 0 A O C 

1DIK3036 


ftfflAlf 

ATOM 


2945 


AA 

CG 


IfDffl 

MET 


000 

389 


1 0 OOC 

13.986 


29.170 


10.190 


1.00 


20.31 


1 nTT/ o a o o 

1DIK3037 


ftfflAlf 

ATOM 


2946 


SD 


MET 


000 

389 


1 0 0A1 

13.301 


30.826 


10.047 


1.00 


27.29 


1 nTT/ 0 A O 0 

1DIK3038 


ftfflAlf 

ATOM 


OO/1 0 

294/ 


CE 


MET 


000 

Jo9 


1 1 OCA 

lit /oO 


30.668 


10.980 


1.00 


23.61 


1 nTT/ O AO A 

1DIK3039 


ftfflAlf 

ATOM 


00/1 0 

2948 


it 
N 


CT 11 

GLN 


OOA 

390 


1 c coo 


26.752 


7.782 


1.00 


33.50 


1 nTT/ 0 A f A 

1DIK3040 


ftfflAlf 

ATOM 


OA/1 A 

2949 


Aft " 

CA 


AT II 

GLN 


0 AA 

390 


10 AC A 

17.064 


26.722 


7.352 


1.00 


39.30 


1 nTT/OAf 1 

1DIK3041 


ftfflAlf 

ATOM 


OOCA 

2950 


A 

c 


AT 11 

GLN 


OOA 

390 


10 010 

17.218 


28.001 


6.560 


1.00 


37.68 


1 nTT/ 0 A A O 

1DIK3042 


ftfflAlf 

ATOM 


OOC 1 

2951 


A 

0 


AT 11 

GLN 


OOA 

390 


1 C OOA 

16.399 


28.306 


5.687 


1.00 


38.67 


1 nTT/OAf O 

1DIK3043 


ftfflAlf 

ATOM 


OOCO 

2952 


An 

CB 


AT IT 

GLN 


OAA 

390 


10 OOC 

17.336 


25.488 


6.493 


1.00 


42.00 


1 nTT/ O Af A 

1DIK3044 




I j J J 


rr 

Lb 






10 .OH 


24.779 


6.890 


1.00 


53.74 




ATOM 


2954 


CD 


GLN 


390 


18.668 


23.361 


6.364 


1.00 


63.83 


1DIK3046 


ATOM 


2955 


0E1 


GLN 


390 


18.355 


23.105 


5.191 


1.00 


68". 11 


1DIK3047 


ATOM 


2956 


NE2 


GLN 


390 


19.065 


22.421 


7.224 - 


1.00 


63.91 


1DIK3048 1 



In re Application of: Dirk KOSTREWA, et a/. 

Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES 



ATOM 


2957 


N 


CYS 


391 


18.250 


28.767 


6.876 


1.00 40.00 


ATOM 


2958 


CA 


CYS 


391 


18.462 


30.027 


6.186 


1.00 45.20 


ATOM 


2959 


C 


CYS 


391 


19.823 


30.061 


5.521 


1.00 49.70 


ATOM 


2960 


O 


CYS 


391 


20.750 


29.371 


5.932 


1.00 49.75 


ATOM 


2961 


CB 


CYS 


391 


18.301 


31.213 


7.149 


1.00 39.14 


ATOM 


2962 


SG 


CYS 


391 


16.773 


31.195 


8.142 


1.00 30.19 


ATOM 


2963 


N 


GLN 


392 


19.917 


30.883 


4.488 


1.00 59.92 


ATOM 


2964 


CA 


GLN 


392 


21.121 


31.044 


3.685 


1.00 68.58 


ATOM 


2965 


C 


GLN 


392 


22.430 


31.262 


4.455 


1.00 71.02 


ATOM 


2966 


O 


GLN 


392 


23.442 


30.618 


4.166 


1.00 72.41 


ATOM 


2967 


CB 


GLN 


392 


20.883 


32.199 


2.724 


1.00 73.43 


ATOM 


2968 


CG 


GLN 


392 


21.760 


32.223 


1.498 


1.00 80.79 


ATOM 


2969 


CD 


GLN 


392 


21.489 


33.465 


0.686 


1.00 83.73 


ATOM 


2970 


OEl 


GLN 


392 


20.888 


34.420 


1.193 


1.00 85.73 


ATOM 


2971 


NE2 


GLN 


392 


21.920 


33.471 


-0.571 


1.00 84.40 


ATOM 


2972 


N 


ALA 


393 


22.408 


32.169 


5.425 


1.00 72.05 


ATOM 


2973 


CA 


ALA 


393 


23.604 


32.467 


6.207 


1.00 74.09 


ATOM 


2974 


C 


ALA 


393 


23.989 


31.392 


7.241 


1.00 74.58 


ATOM 


2975 


O 


ALA 


393 


25.159 


31.020 


7.345 


1.00 74.91 


ATOM 


2976 


CB 


ALA 


393 


23.440 


33.820 


6.895 


1.00 75.97 


ATOM 


2977 


N 


GLU 


394 


23.007 


30.905 


7.998 


1.00 73.28 


ATOM 


2978 


CA 


GLU 


394 


23.229 


29.902 


9.041 


1.00 72.21 


ATOM 


2979 


C 


GLU 


394 


23.418 


28.461 


8.528 


1.00 70.24 


ATOM 


2980 


O 


GLU 


394 


22.973 


28.131 


7.437 


1.00 72.41 


ATOM 


2981 


CB 


GLU 


394 


22.055 


29.955 


10.018 


1.00 74.31 


ATOM 


2982 


CG 


GLU 


394 


22.266 


29.170 


11.307 


1.00 81.75 


ATOM 


2983 


CD 


GLU 


394 


23.361 


29.761 


12.187 


1.00 84.86 


ATOM 


2984 


OEl 


GLU 


394 


23.242 


30.948 


12.578 


1.00 86.06 


ATOM 


2985 


OE2 


GLU 


394 


24.338 


29.038 


12.489 


1.00 86.34 


ATOM 


2986 


N 


GLN 


395 


24.077 


27.608 


9.314 


1.00 67.62 


ATOM 


2987 


CA 


GLN 


395 


24.296 


26.203 


8.924 


1.00 67.27 


ATOM 


2988 


C 


GLN 


395 


23.313 


25.261 


9.625 


1.00 64.99 


ATOM 


2989 


O 


GLN 


395 


22.818 


24.294 


9.034 


1.00 65.93 


ATOM 


2990 


CB 


GLN 


395 


25.704 


25.752 


9.288 


1.00 70.58 


ATOM 


2991 


CG 


GLN 


395 


26.799 


26.627 


8.760 


1.00 80.49 


ATOM 


2992 


CD 


GLN 


395 


28.085 


26.437 


9.542 


1.00 86.58 


ATOM 


2993 


OEl 


GLN 


395 


28.185 


25.537 


10.385 


1.00 87.92 


ATOM 


2994 


NE2 


GLN 


395 


29.077 


27.280 


9.272 


1.00 90.05 


ATOM 


2995 


N 


GLU 


396 


23.051 


25.546 


10.900 


1.00 59.17 


ATOM 


2996 


CA 


GLU 


396 


22.127 


24.760 


11.707 


1.00 52.18 


ATOM 


2997 


C 


GLU 


396 


20.694 


25.250 


11.536 


1.00 45.17 


ATOM 


2998 


O 


GLU 


396 


20.450 


26.432 


11.232 


1.00 42.88 


ATOM 


2999 


CB 


GLU 


396 


22.442 


24.917 


13.192 


1.00 58.64 


ATOM 


3000 


CG 


GLU 


396 


23.637 


24.200 


13.749 


1.00 65.48 


ATOM 


3001 


CD 


GLU 


396 


23.588 


24.204 


15.279 


1.00 72.96 


ATOM 


3002 


OEl 


GLU 


396 


22.721 


23.485 


15.849 


1.00 75.18 


ATOM 


3003 


OE2 


GLU 


396 


24.402 


24.925 


15.908 


1.00 73.08 


ATOM 


3004 


N 


PRO 


397 


19.723 


24.344 


11.708 


1.00 37.24 


ATOM 


3005 


CA 


PRO 


397 


18.346 


24.817 


11.572 


1.00 33.03 


ATOM 


3006 


C 


PRO 


397 


18.015 


25.696 


12.806 


1.00 27.77 


ATOM 


3007 


O 


PRO 


397 


18.547 


25.491 


13.912 


1.00 23.86 


ATOM 


3008 


CB 


PRO 


397 


17.537 


23.515 


11.499 


1.00 30.60 


ATOM 


3009 


CG 


PRO 


397 


18.343 


22.572 


12.325 


1.00 34.10 


ATOM 


3010 


CD 


PRO 


397 


19.779 


22.897 


11.975 


1.00 33.21 


ATOM 


3011 


N 


LEU 


398 


17.151 


26.680 


12.599 


1.00 24.89 


ATOM 


3012 


CA 


LEU 


398 


16.743 


27.603 


13.644 


1.00 22.58 


ATOM 


3013 


C 


LEU 


398 


15.287 


27.333 


14.072 


1.00 23.54 


ATOM 


3014 


O 


LEU 


398 


14.420 


27.074 


13.239 


1.00 23.76 


ATOM 


3015 


CB 


LEU 


398 


16.904 


29.033 


13.129 


1.00 19.29 


ATOM 


3016 


CG 


LEU 


398 


18.296 


29.357 


12.572 


1.00 21.68 


A (HAM 

A1UM 


inn 


CD1 


LEU 


398 


1.0 01 A 

18.210 


<5 A C AC 

30.505 


1 1 CAA 

11.590 


1 AA 11 OA 

1.00 21.80 


ATOM 


3018 


CD2 


LEU 


398 


19.252 


29.681 


13.695 


1.00 17.36 


ATOM 


3019 


N 


VAL 


399 


15.039 


27.395 


15.374 


1.00 23.51 


ATOM 


3020 


CA 


VAL 


399 


13.727 


27.149 


15.959 


1.00 23.57 


ATOM 


3021 


C 


VAL 


399 


13.084 


28.478 


16.379 


1.00 25.60 


ATOM 


3022 


O 


VAL 


399 


. 13.767 


29.398 


16.832 


1.00 28.79 



DIK3049 
DIK3050 
DIK3051 
DIK3052 
DIK3053 
DIK3054 
DIK3055 
DIK3056 
DIK3057 
DIK3058 
DIK3059 
DIK3060 
DIK3061 
DIK3062 
DIK3063 
DIK3064 
DIK3065 
DIK3066 
DIK3067 
DIK3068 
DIK3069 
DIK3070 
DIK3071 
DIK3072 
DIK3073 
DIK3074 
DIK3075 
DIK3076 
DIK3077 
DIK3078 
DIK3079 
DIK3080 
DIK3081 
DIK3082 
DIK3083 
DIK3084 
DIK3085 
DIK3086 
DIK3087 
DIK3088 
DIK3089 
DIK3090 
DIK3091 
DIK3092 
DIK3093 
DIK3094 
DIK3095 
DIK3096 
DIK3097 
DIK3098 
DIK3099 
DIK3100 
DIK3101 
DIK3102 
DIK3103 
DIK3104 
DIK3105 
DIK3106 
DIK3107 
DIK3108 
DIK3109 
DIK3110 
DIK3111 
DIK3112 

BilFIG. 8-47 



In re Application of: Dirk KOSTREWA, et al. 









Parent Serial No.: 


10/062,848 












For: 






MODIFIED PHYTASES 




ATOM 


3023 


CB 


VAL 


399 

•j j j 


13.864 

X J i Vv" 


26.226 


17.220 


1.00 23.92 


1DIK3115 


ATOM 


3024 


CGI VAL 


399 


12.510 


25.978 


17.867 


1.00 19.35 


1DIK3116 


ATOM 


3025 


CG2 VAL 


399 


14.525 


24.906 


16.844 


1.00 19.06 


1DIK3117 


ATOM 


3026 


N 


ARG 


400 


11.770 

XX. 1 IW 


28.576 


16.223 


1.00 24.81 


1DIK3118 


ATOM 


3027 


CA 


ARG 


400 


11.038 


29.766 


16.612 


1.00 20.32 


1DIK3119 


ATOM 


3028 


C 


ARG 


400 


9.642 


29.348 


17.060 


1.00 20.66 


1DIK3120 


ATOM 


3029 


O 


ARG 


400 


9 065 


28.407 


16.511 


1.00 21.08 


1DIK3121 


ATOM 


3030 


CB 


ARG 


400 

IVv 


10.950 


30.754 


15.457 


1.00 21.26 


1DIK3122 


ATOM 


3031 


CG 


ARG 


400 

"WW 


10 227 


32.002 


15.867 


1.00 24.84 


1DIK3123 


ATOM 


3032 


CD 


ARG 


400 


10.446 

xv »nw 


33.098 


14.903 


1.00 22.49 


1DIK3124 


ATOM 


3033 


NE 


ARG 


400 


9.769 


32.864 


13.643 


1.00 24.64 


1DIK3125 


ATOM 


3034 


CZ 


ARG 


400 


9 536 


33.835 


12.763 


1.00 33.02 


1DIK3126 


ATOM 


3035 


NH1 ARG 


400 


9.930 


35.079 


13.042 


1.00 30.42 


1DIK3127 


ATOM 


3036 NH2 ARG 


400 

»ww 


8.915 

U * J X J 


33.576 


11.614 


1.00 30.09 


1DIK3128 


ATOM 


3037 


N 


VAL 


401 


9.109 

J • Xvy 


30.044 


18.058 


1.00 19.00 


1DIK3129 


ATOM 


A A *. A 

3038 


CA 


VAL 


401 


7.795 


29.757 


18.606 


1.00 18.61 


1DIK3130 


ATOM 


*S A 0 A 

3039 


C 


VAL 


401 


6.882 


30.980 


18.554 


1.00 21.25 


1DIK3131 


ATOM 


^ A 1 A 

3040 


O 


VAL 


401 

IVl 


7 260 


32.059 


19.003 


1.00 23.23 


1DIK3132 


ATOM 


3041 


CB 


VAL 


401 


7 908 


29.318 


20.087 


1.00 20.03 


1DIK3133 

«A» W «i 4% m W w 


ATOM 


A A A A 

3042 


CGI 


VAL 


401 


6 529 


29.173 


20.701 


1.00 17.45 


1DIK3134 


ATOM 


3043 


CG2 


VAL 


401 

T VX 


8 673 


28.006 


20.195 


1.00 16.44 


1DIK3135 


ATOM 


3044 


N 


LEU 


402 


5.683 


30.812 


18.006 


1.00 20.98 


1DIK3136 


ATOM 


i a i r 

3045 


CA 


LEU 


402 


4 701 

t • / vx 


31.888 


17.948 


1.00 17.41 


1DIK3137 


ATOM 


A A i f 

3046 


C 


LEU 


402 


3 540 


31.418 


18.804 


1.00 19.37 


1DIK3138 


ATOM 


a a a n 

3047 


O 


LEU 


402 


3.165 

J . X VJ 


30.249 


18.728 


1.00 22.64 


1DIK3139 


ATOM 


*• A A A 

3048 


CB 


LEU 


402 


4.206 


32.128 


16.519 


1.00 14.63 


1DIK3140 


ATOM 


A A A A 

3049 


CG 


LEU 


402 


5.213 

J * it X J 


32.709 


15.523 


1.00 17.85 


1DIK3141 


ATOM 


A A r A 

3050 


CD1 


LEU 


402 


6.046 


31.608 


14.893 


1.00 12,36 


1DIK3142 


ATOM 


1 A P 1 

3051 


CD2 


LEU 


402 


4.464 


33.480 


14.461 


1.00 15.05 


1DIK3143 


ATOM 


3052 


N 


VAL 


403 

1WJ 


2.984 


32.305 


19.626 


1.00 18.51 


1DIK3144 


ATOM 


^ a r a 

3053 


CA 


VAL 


403 


1 831 


31.962 


20.472 


1.00 18.78 


1DIK3145 


ATOM 


i a r a 

3054 


C 


VAL 


403 


0 710 


32.925 


20.081 


1.00 21.06 


1DIK3146 


ATOM 


3055 


O 


VAL 


403 


0.793 


34.129 


20.357 


1.00 20.63 


1DIK3147 


ATOM 


3056 


CB 


VAL 


403 

~wj 


2 150 


32.111 


21.993 


1.00 17.73 


1DIK3148 


ATOM 


3057 


CGI 


VAL 


403 


0 904 


31.836 


22.840 


1.00 12.73 


1DIK3149 


ATOM 


3058 


CG2 


VAL 


403 

TWJ 


3.266 


31.146 


22.388 


1.00 16.54 


1DIK3150 


ATOM 


3059 


N 


ASN 


404 


-0 327 


32.397 


19.429 


1.00 18.48 


1DIK3151 


ATOM 


3060 


CA 


ASN 


404 

»Wi 


-1.455 


33.216 


18.967 


1.00 21.00 


1DIK3152 

4v44w 4> */ 4j 


ATOM 


3061 


C 


ASN 


404 


-0.986 


34.403 


18.116 


1.00 21.42 


1DIK3153 


ATOM 


3062 


O 


ASN 


404 

TUT 


-1.507 

X . J v / 


35.522 


18.221 


1.00 18.49 


1DIK3154 


ATOM 


3063 


CB 


ASN 


404 

IWl 


-2.323 


33.679 


20.142 


1.00 17.93 


1DIK3155 


ATOM 


3064 


CG 


ASN 


404 


-3.007 


32.525 


20.825 


1.00 16.64 


•1DIK3156 


ATOM 


3065 


OD1 ASN 


404 

iWl 


-3.675 


31.726 


20.177 


1.00 18.50 


1DIK3157 


ATOM 


3066 


ND2 ASN .. 


404 


-2.841 

4t t U 1 X 


32.421 


22.132 


1.00 13.25 


1DIK3158 


ATOM 


3067 


N 


ASP 


405 


0 Oil 

V . V X X 


34.103 


17.277 


1.00 20.77 


1DIK3159 

4i/44Vv 4» w 


ATOM 


3068 


CA 


ASP 


405 


0 657 


35.003 


16.317 


1.00 21.55 


1DIK3160 

11/ 1 4\ w X v v 


ATOM 


3069 


C 


ASP 


405 


1.704 


35.960 


16.838 


1.00 24.70 


1DIK3161 


ATOM 


3070 


O 


ASP 


405 


2.244 


36.765 


16.078 


1.00 27.69 


1DIK3162 


ATOM 


3071 


CB 


ASP 


405 


-0.374 


35.753 


15.481 


1.00 19.33 


1DIK3163 


ATOM 


3072 


CG 


ASP 


405 


-1.249 


34.821 


14.694 


1.00 21.06 


1DIK3164 


ATOM 


3073 


OD1 ASP 


405 


-0.824 

V . Ufa T 


33.668 


14.469 


1.00 22.07 


1DIK3165 


ATOM 


3074 


OD2 ASP 


405 


-2.359 


35.231 


14.303 


1.00 23.53 


1DIK3166 


ATOM 


3075 N 


ARG 


406 


1.999 

X . J J J 


35.874 


18.126 


1.00 24.97 


1DIK3167 


ATOM 


3076 CA 


ARG 


406 


3.022 


36.732 


18.709 


1.00 25.69 


1DIK3168 


ATOM 


3077 


C 


ARG 


406 


4.317 

* . J X ( 


35.917 


18.738 


1.00 24.24 


1DIK3169 

4) V4)«Vv * V ✓ 


ATOM 


3078 


0 


ARG 


406 


4.313 


34.767 


19.213 


1.00 24.35 


1DIK3170 


ATOM 


3079 


CB 


ARG 


406 


2.619 


37.141 


20.139 


1.00 26.35 


1DIK3171 

1I/44W 4 I X 


ATOM 


3080 


CG 


ARG 


406 


3.618 


38.049 


20.840 


1.00 26.41 


1DIK3172 


ATOM 


3081 


CD 


ARG 


406 


3.315 


38.224 


22.331 


1.00 28.94 


1DIK3173 


ATOM 


3082 


NE 


ARG 


406 


4.501 


38.715 


0 0 A01 

23.031 


1 AA *)0 *\e 

1.00 32.36 


1DIK3174 


ATOM 


3083 


CZ 


ARG 


406 


5.099 


38.092 


24.047 


1.00 36.19 


1DIK3175 


ATOM 


3084 NH1 ARG 


406 


4.613 


36.950 


24.521 


1.00 35.65 


1DIK3176 


ATOM 


3085 NH2 ARG 


406 


6.188 


38.618 


24.601 


1.00 38.62 


1DIK3177 


ATOM 


3086 


N 


VAL 


407 


5.410 


36.483 


18.226 


1.00 20.04 


lDIK3178r-|^ O AO 


ATOM 


3087 CA 


VAL 


407 


6.689 


35.779 


18.266 


1.00 19.32 


1DIK3179FIG. 8-48 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


3088 


C 


VAL 


407 

7V 1 


7.183 


35 895 

JJ i U J J 


ATOM 


3089 


O 


VAL 


407 


7.481 

1 . 7 U 1 


36.974 


ATOM 


3090 


CB 


VAL 


407 


7.743 


36.372 


ATOM 


3091 


CGI 


VAL 


407 


9.143 

J » 1 7 J 


35 815 

J J • \J LJ 


ATOM 


3092 


CG2 VAL 


407 

7 V 1 


7.367 

/ • Jv 1 


36 031 

JO • V J 1 


ATOM 


3093 N 


VnJj 


408 

"VU 


7 245 


34 767 

J7 • / V I 


ATOM 


10Q4 

JU 74 


LA 


VAT. 
VnJj 


408 


7 682 


34 718 

J1 • / 10 


ATOM 


10Q5 

JU7 J 


P 
\t 


Villi 


408 


9 169 

7 • 1 V7 


34 371 

J7 • J / 1 


ATOM 


1096 

JU70 


V 


VnL 


408 


9 576 

y . J 1 V 


33 273 
j j • & / j 


ATOM 


10Q7 

JU7 1 


PR 
ID 


VnJj 


408 

7 u u 


6 869 

V » OU J 


31 645 

J J < 07 J 


ATOM 


JU 70 




Vnii 


408 


7 310 

/ . J 1 V 


33 590 

J J • Jj V 


ATOM 


10QQ 

JU77 




VAb 


408 


5 392 


33 950 

J J • 7 J V 


ATOM 


J1UU 


H 
a 


DPA 
rKU 


409 


10 007 

1 V i V V / 


35 312 
j j i jifa 


ATOM 


J1U1 




dpa 

rKU 


409 

ivy 


11 453 

11 . 7 J J 


35 048 

J J ■ 07 V 


ATOM 


110? 

JlUZ 


c 


rKU 


409 

Ivy 


11.740 

1 1 * / 7 U 


33 855 

J J • 0 J J 


ATOM 


1101 

JlUJ 


u 




409 


11 135 
ii • i j j 


33 707 

J J • / V / 


ATOM 


hoa 


to 


PPfi 
rKU 


409 


12 005 


36 368 

J V i JOO 


ATOM 


71 AC 
jIvj 




rKU 


409 


10 992 

IV • JjL 


37 196 

J / • J7V 


ATOM 


J1UO 




rKU 


410 


9 6RR 

7 » OOO 


16 69? 

JO »VJL 


ATOM 


7 1 n7 

JiU/ 


H 
u 


TT?n 
LLU 


410 


12 668 

It • ovu 


33 009 

J J * UV7 


ATOM 


110ft 


pa 




410 

71V 


13 f)41 

1 J . V7l 


31 814 

Jl • Ol7 


ATOM 


71 HQ 
JlU7 


p 
v. 


JjJjU 


410 

IX V 


13 QRQ 


3? 117 

JL t 11 / 


ATOM 


11 10 

J11U 


U 


LLU 


410 


14 71fl 

14 • / 10 


33 09? 

J J • Mjl 


ATOM 


n 1 1 


rn 


T PIT 


410 

"XXV 


13 707 

1 J • / V / 


10 810 

JV t 01 v 


ATOM 


3112 


CG 


LEU 


410 

11V 


12 875 

11 . 0 / J 


30 372 

JV f J / L 


ATOM 


3113 


CD1 




410 

"Aw 


13 725 


29 543 

fa 7 • J7 J 


ATOM 


3114 


CD2 


TINT 


410 

7 1 V 


11 661 

11 i V VI 


29 584 

fa J t J07 


ATOM 


3115 


N 


PTC 

□Id 


411 


13 888 


31 275 
ji * & / j 


ATOM 


3116 


CA 


HTC 

□ID 


411 
Tux 


14 725 

17 • / 1 J 


31 43? 

Jl t 7 JL 


ATOM 


3117 


C 


PTC 

nio 


411 
7ii 


15 585 

1 J • JO J 


30 1 PR 

JV i 100 


ATOM 


3118 


0 


HTC 
HID 


411 

711 


15 168 

1 J • IQO 


?Q Oftft 

LJ * UOO 


ATOM 


3119 


CB 


PTC 

□ID 


411 

711 


11 865 

1 J • OO J 


31 65? 

Jl t Mjl 


ATOM 

ni vi i 


3120 


CG 


PTC 
□10 


411 - 

711 


13 ?49 

1 J • 147 


13 01? 
J J • Ul£ 


ATOM 


3121 


ND1 


PTC 

□id 


411 

711 


11 994 
ii * 774 


11 ?R7 

jj * 10 1 


ATOM 


3122 


CD2 


PTC 

□id 


411 

711 


13 371 


14 1R5 

J7 . 10 J 


ATOM 


3123 


CE1 


PTC 
□ID 


411 

711 


11 731 
ii % 1 ji 


34 571 

J7 i J / 1 


ATOM 


3124 NE2 


PTC 
□ID 


411 

711 


12 771 

Ibt 1 1 1 


15 11R 

J J f 1 JO 


ATOM 


3125 


N 


pt y 


412 

7 lb 


16 786 


30 372 

J V * J / L 


ATOM 


3126 


CA 


PT V 
ulil 


412 


17.690 

If lU/V 


29 258 

fa J i fa JO 


ATOM 


3127 


C 


PT V 


412 

7 lb 


18 642 

10 • V71 


29 036 

LJ • V JO 


ATOM 


3128 


0 


PTV 


412 

716 


19 530 

1 J • J JV 


28 180 

fa O * 10V 


ATOM 


3129 


N 


PVC 
LID 


413 

71 J 


18 47(1 

10 * 7 / V 


?9 797 

fa 7 • / 7 / 


ATOM 


3130 


CA 


PVC 
LID 


413 

71 J 


19 334 

17 I J J7 


?Q 66Q 

67. 007 


ATOM 


3131 


C 


PVC 
LID 


413 

71 J 


19 54? 

17 • J4l 


11 071 

Jl • V / J 


ATOM 

ill VI 1 


3132 


0 


PVC 
LID 


413 

71 J 


18 771 

10 • / 1 J 


11 967 

Jl * 70 / 


ATOM 


3133 


CB 


PVC 
LID 


413 

7 1 J 


18 691 

10 • U 7 1 


?R 751 

faO i / Jl 


ATOM 


3134 


SG 


PVC 
LID 


413 

71 J 


17 nio 

1 / t UiU 


?9 ?17 

fa 7 • LL 1 


ATOM 


3135 


N 


pph 

rKU 


414 

717 


20 640 

1 V « 07 V 


11 ?R9 

J 1 • 107 


ATOM 


3136 


CA 


PRO 
rKU 


414 

7 17 


21 000 

1 1 • VV V 


32 586 

JL * JOO 


ATOM 


3137 


C 


ppo 


414 


20.086 

1 v • VvU 


32 989 

JL .707 


ATOM 


3138 


0 


pph 


414 


20 303 

fa V 1 J V J 


32 531 
j*. • j ji 


ATOM 


3139 


CB 


PRO 


414 

7 17 


22 438 

11 . 7 JO 


32 359 

JL • J J7 


ATOM 


3140 


CG 


PRO 


414 


22 904 

fa fa i y v 7 


31 083 

Jl i VO J 


ATOM 


3141 


CD 


PRO 


414 


21 649 

fa 1 i U 7 J 


30 264 

J V i fa 07 


ATOM 


3142 


N 


VAL 


415 


19 080 

LJ • VO V 


33 8?9 

J J • 067 


ATOM 


3143 


CA 


VAL 


415 


18 180 

1U • IV V 


34 258 

J7 i fa JO 


ATOM 


3144 


C 


VAL 


415 


18 762 

10 • / Vfa 


35 328 

J J • JfaO 


ATOM 


3145 


0 


VAL 


415 


19 498 

LJ t 7 J 0 


36 213 

JV * fa 1 J 


ATOM 


3146 


CB 


VAL 


415 


16.827 


34.801 


ATOM 


3147 


CGI 


VAL 


415 


15.937 


33.675 


ATOM 


3148 


CG2 


VAL 


415 


17.051 


35.763 


ATOM 


3149 


N 


ASP 


416 


18.434 


35.236 


ATOM 


3150 


CA 


ASP 


416 


18.881 


36.224 


ATOM 


3151 


C 


ASP 


416 


17.798 


37.307 


ATOM 


3152 


0 


ASP 


416 


16.739 


37.209 



19 710 


I 00 11 ?0 

I I VV fa 1 • l V 


inTKIIRO 

IUIJXjIoU 


20 198 

fa V * 170 


1 00 76 19 

1 • VV 10 • 17 


1HTK11R1 

ILUIwlOl 


17 276 

If t fa / 0 


1 00 17 66 

I • VV 1 / • 00 


1U1I\J10i 


17 606 

Lit V VV 


1 00 12 58 

1 • VV ll* JO 


inTKHRI 

lUlIwiO J 


15 826 

1 J t OfaO 


1 00 8 67 

1 ■ VU O • Oi 


mTlfl1R4 
1U1AJ104 


20 391 

fa 0 > J71 


1 00 77 04 

1 • VV 1 / • V7 


1U1IVJ 1 0 J 


21 779 

LL* 1 IJ 


1 00 10 49 

liUV Jv.47 


inTlf11R6 

IUIKjIOO 


?1 845 

fa 1 . 07 J 


1 00 33 RO 

liUU JJiOU 


1DT1T11R7 


?1 46R 

LL * 700 


1 00 16 1R 

1»UU JOiJO 


lUlKJlOO 


?? 575 

LL • J IJ 


1 00 ?7 11 

1 » VV 1 / • Jl 


inTVURQ 
11/1Kj1o7 


?4 0?6 

fa 7 » V&O 


1 00 ?6 14 

l.UU lOil7 


inTKHQO 
1U1KJ17U 


22 493 

fafa • 77 J 


1 00 75 31 

1 ■ VV l J • J J 


inT7iiQi 

1U1KJ171 


?? ?9R 

LL t 170 


1 00 19 45 

liUU J7i7j 


mT^iiQ? 

lUlful7i 


22 405 

fall 7 V J 


1 00 19 RR 

1 • VV J7 • OO 


inTlfllQI 

1U1KJ17J 


23 348 

LJ* J70 


1 00 18 9? 

1 i VV JO • 71 


inU1194 

1LT1AJ177 


24 423 

17 i 71 J 


1 00 16 45 

1 • VV JO • 7 J 


mTiriiQ^ 

1U1KJ17 J 


22 948 

ll • 710 


1 00 4? 97 

1 • Uv 71 • 7 / 


1U1Kj170 


?? 418 

fafa • T 10 


1 00 44 4R 

liUU 77i70 


inT7l1Q7 
1LUAJ17/ 


?? 7fi? 

fafa * / Vfa 


1 00 40 Ifi 

liUU 7ViJO 


1HT711 QP 
IUIKjIjO 


?? Q?1 

11 • JLL 


1 00 1R 4A 

liUU JOi70 


1U1KJ17" 


?1 fifiO 

fa J • OOV 


1 00 14 Aft 

liUU jft.70 


lUlKJiUU 


?4 R46 

17 • 070 


1 00 11 51 
l«vU JJiJl 


lUlKJiUl 


?4 R19 

ll • 0 J7 


1 00 11 11 

1 i VV Jl • 11 


1HT7190? 
iulAJiUZ 


?? 697 

LL i 07 / 


1 00 1? R1 

liUU JitOJ 


iriTlTl901 
IUIAjiUj 


?1 476 

L 1 • 7 / O 


1 00 ?Q 17 

1 • Uv 1 7 • J / 


inT7l?04 
11/1KjiU<z 


20 528 

L V * JlO 


1 00 ?R 6? 

liUU 10.01 


1HTK170 1 ; 

11/IKjiUj 


21 937 

41» 7 J / 


1 00 ?4 5R 

1 • UU 17 i JO 


mTiri?o^ 

IUIKJ1UO 


25 867 

fa J • oo / 


1 00 1? 47 

1 • UU jL i7/ 


1TVTK1707 
11/lKJiU / 


?7 041 

fa / . U7 1 


1 00 14 54 

liUU J4.J7 


inT!Tl70ft 
lUlKJiUO 


?7 709 

L I t L V 7 


1 00 11 R5 

liUU JJ.OJ 


lnTTf190Q 
IUIAJ1U7 


?6 R54 

10 . 0J7 


1 00 \k R1 

liUU JOiOl 


lulKjilU 


?R ?RR 

10 t 100 


1 00 40 fi? 

liUU 7VtOi 


lUlAjill 


?fl 15? 

10 • J Jl 


1 00 41 65 

l.UU 7J1OJ 


iUlWjLlL 


?7 R54 

1 / • 0J7 


1 00 4fi 71 

l.UU 70. ll 


lUlKJilj 


?R R?? 

1 0 * Oil 


1 00 41 54 

l.UU 7JtJ7 


1UIKJ1I7 


28 012 

10 . Vll 


1 00 46 19 

1 • UU 40 * J7 


lnT7l?15 
lUlKJllJ 


?8 59R 

10 i J70 


1 00 41 ?Q 

l.UU 4Jii7 


lnT)Tl9U 
lulKJilv 


27 747 

1 1 * 1 7 l 


1 00 1? 45 

1 • UU Jl 1 7 J 


1HTK1717 
lUlAJll / 


27 961 

1 / • 701 


1 00 ?7 1R 
1 • UU 1 / • 10 


inRi?ift 

lUlKJllo 


26 807 

10*00/ 


1 00 ?R 45 

1 • UU lO 1 4 J 


inTKl?1Q 
IL/IKJ1I7 


26 880 

10 t OOV 


1 00 1? 1R 

l.UU Ji.lO 


lnTlfl990 
li/lKJliU 


?5 714 

1J( /J7 


1 00 75 11 

liUU iJiJj 


llUAjiil 


?4 570 

17 • J / V 


1 00 ?4 44 
l.UU i4i44 


iVlKjlLL 


?4 01? 

17 • V Jl 


1 00 ?1 OR 

l.UU iJiUO 


iriTiri??! 

ILIIAjiZj 


?4 ?7R 

17 ■ 1 / O 


1 00 71 15 

l.UU iJilJ 


11/1AJ1Z4 


?3 511 
i j i jii 


1 00 ?fi Q7 

l.UU 10.7/ 


1HTF199R 
lylAJiij 


?? 959 

11 • 7 J7 


1 00 ?fi Ofi 

l.UU 1O1UO 


inTiri?9fi 

lulAjiiD 


23 299 

1 J • 177 


1 00 7? 51 

l.UU lliJj 


1HT1T1997 
lUlAJil / 


22 706 

Hi/ VO 


1 00 75 51 

1 1 UU LJ • Jl 


inTi?i9?fl 

IUIAJ11O 


21 542 

1 1 i J71 


1 00 ?6 41 

1 1 VV faU ■ 7 J 


1DTK177Q 
11/IAJ117 


20 415 

1 V • 7 1 J 


1 00 74 17 

1 • VV 17 1 J 1 


1HTK1710 

lL/lAJl JU 


22 202 

11* 1 VI 


1 00 27 12 

1 • UU fa / * Jl 


mTiri?ii 

lUlAJl Jl 


2? 891 

Hi Oy 1 


1 00 26 89 

1 1 VV IV 1 07 


1HTK171? 

lUlAJl Ji 


22 972 

11 • 7 / 1 


1 00 75 74 

l.UU lJ.l4 


1HTK1711 

lUlAJl J J 


71 801 

ll • Ovl 


1 00 74 19 

l.UU 17.J7 


inT?i?i4 

1U1AJ1 J4 


70 73? 

L V i / Jl 


1 00 71 17 

1 1 UU LJ % 11 


lnTTT1?15 
lUlAJlJj 


19 817 

1 J ■ 0 1 / 


1 00 ?1 11 

1 1 VV 1 J 1 J J 


lnTKl?16 

lL/lAJl JO 


20.262 


1.00 23.01 


1DIK3237 


21.256 


1.00 20.98 


1DIK3238 


21.666 


1.00 22.55 


1DIK3239 


22.391 


1.00 26.59 


1DIK3240 


18.532 


1.00 21.89 


1DIK3241 


17.569 


1.00 23.29 


1DIK3242 


17.436 
18.070 


1.00 25.15 
1.00 23.71 


1DIK3243 p-i/^ 0 AC\ 
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In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



% mm/ 

ATOM 


0 1 C 0 

3153 


CB 


ft en 

ASP 


4 1 C 

416 


1 0 occ 
19.265 


OC COQ 

35.579 


1 C OAO 

16.20/ 


1 a A 00 C4 

1.00 22.64 


1 nTtroo/i c 


ft fHAlf 

ATOM 


0 1 C 4 

3154 


Art 

CG 


ft PTi 

ASP 


A 1 C 

416 


10 AQC 

18.085 


04 04 0 

34.94/ 


1 C 4 4C 

15.445 


1 AA OC OA 

1.00 25.90 


1 D.T7104 C 

lUll\j24b 


ATOM 


0 1 c c 

3155 


AM 

0D1 


ft PTi 

ASP 


A 1 C 

416 


1 C 00C 


oc on 
35.23/ 


Id . /Ij 


1 AA 00 OA 


1 nnr^o/o 


ftRlAlf 

ATOM 


0 1 c c 

3156 


AAO 

0D2 


ASP 


A 1 C 

416 


1 0 OCC 

18.366 


04 10C 

34.135 


14 C4 A 

14.540 


1 AA 04 CO 

1.00 24.59 


1 nTroi40 
1U1KJ240 


ATOM 


01 CO 

315/ 


N 


ft T ft 

ALA 


410 

417 


1 0 ACO 

18.062 


00 000 
38.32/ 


1 c 00 
16.619 


1 AA OC 00 

1.00 25.89 


1 HT70O4O 

1D1K3249 


ATOM 


01 CO 

3158 


a» 

CA 


ftT ft 

ALA 


a 10 
417 


10 100 
17.137 


OO 4 40 

39.443 


1 C 411 

16.411 


1 AA OC A4 

1.00 26.04 


inTVOOCA 

1DIK3250 


ATOM 


0 1 C A 

3159 


c 


ft T ft 

ALA 


A 1 0 

417 


1 c 010 

15.717 


OA ACO 

39.053 


1 C AOC 

15.986 


1 AA 00 OC 

1.00 27.35 


1 TMV00C1 

1D1K3251 


ATOM 


0 1 C A 

3160 


0 


ftT ft 

ALA 


A 10 

417 


1 4 000 

14.779 


00 000 
39.837 


1 c 1 cc 
16.165 


1 AA 00 1C 

1.00 28.16 


1 nrirooco 
1D1K3252 


ATOM 


3161 


CB 


ftT ft 

ALA 


A 1 0 

417 


10 000 
17.738 


4 A 4 4 0 

40.443 


1 C 4 AO 

15.403 


1 AA 00 4C 

1.00 22.45 


1 r\rv OOCO 

1DIK3253 


ATOM 


01 CO 

3162 


N 


t nn 

LEU 


A 1 0 

418 


1 c ceo 

15.553 


00 oco 

37.852 


1 C 4 00 

15.428 


1 AA 00 CA 

1.00 28.60 


1 T\TV OOC4 

1DIK3254 


ATOM 


3163 


AH 

CA 


T T5II 

LEU 


A 1 O 

418 


1 4 000 

14.238 


OO 004 

37.384 


1 4 001 

14.991 


1 AA OC OC 

1.00 26.36 


1 mrOOCC 

1DIK3255 


ATOM 


01 C A 

3164 


a 

c 


LEU 


4 1 0 

418 


1 0 ceo 
13.552 


OC 001 

36.391 


1 c oco 
15.952 


1 AA OC C4 

1.00 26.54 


1 ATV00CC 

1DIK3256 


ATOM 


01 cc 

3165 


A 

0 


T Till 

LEU 


A 1 0 

418 


10 coo 
12.533 


OC OAC 

35.795 


1 C C AO 

15.608 


1 AA OC 00 

1.00 26.72 


1 atitooco 
1DIK3257 


ftRlAU 

ATOM 


01 cc 
3166 


AD 

CB 


T T3IT 

LEU 


4 1 O 

418 


1 4 000 

14.329 


OC 000 

36.829 


1 0 CC4 

13.564 


1 AA OC 4C 

1.00 25.45 


1 nrirooco 


URIAH 

ATOM 


01 CO 

3167 


AA 

CG 


LEU 


j 1 0 
418 


14 C A 0 

14.649 


10 00c 
37.875 


10 4 04 

12.474 


1 AA 00 OA 

1.00 28.70 


1 nrirooco 
1DIK3259 


ATOM 


01 £0 

3168 


AA1 

CD1 


T TJIT 

LEU 


4 10 

418 


1 4 0 4 0 

14.842 


10 1 00 
37.187 


11 100 
11.139 


1 AA 00 OC 

1.00 27.85 


1 nTtfOOCA 

1DIK3260 


> m ah 

ATOM 


0 1 C ft 

3169 


aaO 

CD2 


T T3IT 

LEU 


4 10 

418 


1 0 coc 

13.525 


00 AAO 

38.908 


10 OC4 

12.354 


1 AA 00 OC 

1.00 23.85 


1 nTtrooci 
1DIK3261 


ftfllAlf 

ATOM 


0 1 0 A 

3170 


N 


AT W 

GLY 


A 1 A 

419 


14 110 

14.118 


OC 0 0 4 

36.234 


10 1 C 4 

17.154 


1 AA 00 10 

1.00 27.13 


1 nrirOOCO 

1DIK3262 


URIAH 

ATOM 


0101 

3171 


AH 

CA 


AT V 

GLY 


A 1 A 

419 


10 c cc 

13.556 


1C 0 C 4 

35.364 


10 1 00 
18.182 


1 AA 00 00 

1.00 22.28 


mTirooco 

1D1K3263 


ATOM 


0 1 00 

3172 


C 


AT V 

GLY 


4 1 A 

419 


10 A1 0 

13.913 


00 OA 4 

33.894 


1 0 AA 4 

18.094 


1 AA OC 10 

1.00 25.13 


1 nTirooc A 

1DIK3264 


ATOM 


3173 


0 


AT V 

GLY 


4 1 A 

419 


1 0 0 4 0 

13.347 


00 ATI 

33.077 


10 000 
18.827 


1 A A OA C A 

1.00 29.64 


1 nTT^OOCC 

1DIK3265 


ATOM 


3174 


N 


ftnA 

ARG 


A OA 

420 


1 4 oco 

14.852 


00 c c c 

33.555 


10 010 
17.218 


1 AA 10 00 

1.00 18.88 


1 nTtrOOCC 

1DIK3266 


ATOM 


0 1 TC 

3175 


Aft 

CA 


ftnA 

ARG 


4 OA 

420 


1 c oco 

15.252 


00 100 
32.173 


10 AA4 

17.004 


1 AA 01 C4 

1.00 21.64 


1 nnrooco 
1DIK3267 


URIAH 

ATOM 


0 1 oc 

3176 


A 

C 


ftnA 

ARG 


A OA 

420 


1 C 4 00 

16.483 


01 coc 
31.695 


10 oco 

17.768 


1 AA 00 00 

1.00 23.83 


1 ATV0OCO 

1DIK3268 


ATOM 


0 1 00 

3177 


0 


ftnA 

ARG 


* OA 

420 


1 0 1 ac 

17.306 


00 4 AC 

32.495 


10 1AO 

18.193 


1 AA OC 00 

1.00 26.72 


1 piTr ooco 

1DIK3269 


ftRlAtf 

ATOM 


0 1 TO 

3178 


An 

CB 


ft nA 

ARG 


A OA 

420 


1 C C A4 

15.504 


01 AC A 

31.959 


1 c c 1 c 

15.515 


1 AA 00 4 C 

1.00 23.45 


1 T\TV O OOA 

1DIK3270 


URIAH 

ATOM 


0 1 OA 

3179 


AA 

CG 


ftnA 

ARG 


A OA 

420 


14 410 

14.413 


00 coo 
32.532 


14 COO 

14.623 


1 AA 00 AC 

1.00 27.05 


1 ATVOOO 1 

1DIK3271 


URIAH 

ATOM 


01 OA 

3180 


An 

CD 


ftnA 

ARG 


40A 

420 


1 4 000 
14.827 


00 COA 

32.520 


10 1 cc 

13.166 


1 AA OC 00 

1.00 25.37 


1 r\Tir 0 n 0 O 

1DIK3272 


ftRlAlf 

ATOM 


1 1 0 1 
3181 


NE 


ft nA 

ARG 


A OA 

420 


1 C A 1 A 

16.019 


00 000 
33.333 


10 A 1 C 

12.915 


1 AA OA OC 

1.00 30.86 


1 nTVOOOO 

1DIK3273 


URIAH 

ATOM 


0100 
3182 


AI7 

cz 


ft nA 

ARG 


4 OA 

420 


1 C A 0 C 

16.435 


00 OOA 

33.730 


1 1 OAO 

11.708 


1 AA 00 00 

1.00 28.82 


1 nT1700O4 

1DIK3274 


ATOM 


0100 
3183 


NH1 


11 nA 

ARG 


/OA 

420 


1 C OOC 

15.775 


00 4 AO 

33.407 


1 A C A A 

10.599 


1 A A OC 1 C 

1.00 25.15 


1 ATVO O 0 C 

1DIK3275 


ATOM 


1 1 0 A 

3184 


NB2 


ARG 


4 OA 

420 


10 coo 

17.528 


0 4 4 t 0 

34.463 


11 t AO 

11.608 


1 AA 00 AC 

1.00 28.95 


1 nTtr O OOC 

1DIK3276 


ATOM 


010c 

3185 


N 


AVA 

CYS 


4 01 

421 


1 C C AA 

16.590 


OA 000 

30.377 


1 0 AOO 

17.927 


1 AA 04 00 

1.00 24.78 


1 ATtf OOOO 

1DIK3277 


ftRlAlf 

ATOM 


0 1 0 £ 

3186 


A* 

CA 


AtfA 

CYS 


4 01 

421 


10 OOf 

17.726 


OA OA 4 

29.704 


1 0 COA 

18.570 


1 AA 00 CO 

1.00 22.57 


1 ATVOOOO 

1DIK3278 


ftRlAlf 

ATOM 


0 1 00 

3187 


c 


AVA 

CYS 


4 01 

421 


1 0 AOA 

18.039 


00 C 1 A 

28.519 


10 COA 

17.679 


1 AA 00 AO 

1.00 23.03 


1 T\TV 0OO A 

1DIK3279 


ftRlAlf 

ATOM 


0100 
3188 


A 

0 


AVA 

CYS 


4 01 

421 


10 14 4 

17.144 


00 AOO 

27.988 


10 AOC 

17.035 


1 AA 00 40 

1.00 22.43 


1 riTTTOOO A 

1DIK3280 


URIAH 

ATOM 


0 1 OA 

3189 


An 

CB 


AVA 

CYS 


4 01 

421 


10 0 c c 

17.366 


OA 14 4 

29.144 


1 A A 4 4 

19.944 


1 AA 00 OC 

1.00 22.26 


1 T\TTT 0001 

1DIK3281 


ATOM 


0 1 OA 

3190 


PA 

SG 


AVA 

CYS 


4 01 

421 


10 000 
17.337 


OA 14 0 

30.349 


01 OAO 

21.302 


1 AA 00 11 

1.00 27.11 


1 AT1700O0 

1D1K3282 


Tim AH 

ATOM 


0101 

3191 


N 


THR 


4 00 

422 


1 0 004 

19.294 


00 AOO 

28.098 


10 coo 
17.623 


1 AA OC OA 

1.00 26.80 


InTirOOOO 

1D1K3283 


ATOM 


0 1 AO 

3192 


Aft 

CA 


THR 


4 00 

422 


1 A £04 

19.624 


OC AOC 

26.935 


1 c 01c 

16.816 


1 AA OC AO 

1.00 26.97 


1 nTtrOOO 4 

1DIK3284 


URIAH 

ATOM 


0 1 AO 

3193 


C 


Rinn 

THR 


4 00 

422 


10 OOA 

18.879 


OC OAC 

25.795 


10 C1 1 

17.511 


1 AA OA OA 

1.00 30.20 


1 mv OOOC 

1DIK3285 


ftRlAlf 

ATOM 


1 1 Ad 

3194 


A 

0 


THR 


4 00 

422 


10 COC 

18.636 


OC oco 

25.857 


10 001 
18.731 


1 AA OA AC 

1.00 30.05 


1 nTVOOOC 

1DIK3286 


ATOM 


0 1 AC 

3195 


An 

CB 


THR 


4 00 

422 


01 1 4 c 
21.146 


Of £ 4 A 

26.649 


1 C 0 AA 

16.799 


1 AA OC CO 

1.00 25.67 


l nTtr OOOO 

1DIK3287 


» mAii 

ATOM 


1 1 A£ 

3196 


AA1 

0G1 


THR 


4 00 

422 


01 c 1 c 

21.615 


OC 4 A A 

26.400 


10 100 
18.133 


1 AA OC 4 0 

1.00 25.43 


1 nir OOOo 

1DIK3288 


ftRlAlf 

ATOM 


0 1 AO 

3197 


AAO 

CG2 


THR 


4 00 

422 


0 1 OOC 

21.895 


00 000 
27.827 


1 C OAA 

16.200 


1 A A 01 01 

1.00 23.71 


1 X\TV OOOA 

1DIK3289 


URIAH 

ATOM 


0 1 AO 

3198 


N 


ftnA 

ARG 


4 0 0 

423 


10 C AC 

18.505 


04 OCO 

24.767 


1 c oco 

16.752 


1 AA OA 40 

1.00 30.48 


1 ATVOOAA 

1DIK3290 


URIAH 

ATOM 


01 GO 

3199 


Aft 

CA 


fttlA 

ARG 


400 

423 


10 001 
17.781 


00 CCA 

23.650 


10 001 
17.331 


1 AA OO CO 

1.00 28.62 


1 ATVOOOI 

1DIK3291 


ftfflAM 

ATOM 


OOAA 

3200 


A 

c 


ft OA 

ARG 


400 

423 


1 0 coo 
18.528 


00 A4 0 

23.048 


10 C1 0 

18.518 


1 AA OO C1 

1.00 29.61 


1 nTir OOOO 

1DIK3292 


TtRIAU 

ATOM 


ooai 
3201 


A 

0 


ftTIA 

ARG 


4 01 

423 


1 0 004 

17.934 


00 001 
22. /91 


10 ceo 
19.567 


1 AA OA OA 

1.00 29.29 


1 atitooao 

1DIK3293 


ATOM 


0OA0 

3202 


AD 

CB 


ARG 


401 

423 


1 0 COC 

17.536 


00 coo 
22.5/3 


1 c 001 
16.281 


1 AA OO 01 

1.00 27.71 


1 ATtr0OO4 

1DIK3294 


Tim AM 

ATOM 


0OA0 

3203 


AA 

CG 


ARG 


400 

423 


1 c 011 
16. /II 


01 4 OA 

21.420 


1 C OOA 

16.820 


1 AA OA 01 

1.00 30.71 


1 nTr OOOC 

1DIK3295 


ATOM 


0OA4 

3204 


CD 


ftOA 

ARG 


400 

423 


1 c coo 
16.689 


OA 000 

20.2/3 


1 c oco 
15.857 


1 AA 01 40 

1.00 31.47 


1 r\rv OOOC 

1D1K3296 


ft HAM 

ATOM 


0OAC 

3205 


NE 


ARG 


400 

423 


10 A4 C 

18.046 


1 0 oco 
19.852 


1 c ceo 
15.553 


1 AA 00 CO 

1.00 33.67 


1 ATVO TOO 

1DIK329/ 


ftRlAlf 

ATOM 


OOAC 

3206 


Af7 

CZ 


ft CT» 

ASP 


400 

423 


10 4 AC 

18.406 


1 0 oco 
19.262 


1 4 4 00 

14.422 


1 AA OO AA 

1.00 33.99 


1 nTVOO AO 

1DIK3298. 


ATOM 


320/ 


NH1 


ft PTl 

ASP 


400 

423 


10 C1 A 

17.510 


10 A1 0 

19.012 


10 4 OC 

13.476 


1 AA OC 40 

1.00 35.49 


InrrOOAA 

1DIK3299 


ATOM 


OOAO 
3208 


NH2 


ft on 

ASP 


4 00 

423 


10 coi 
19.671 


10 001 

18.921 


1 4 0 4 1 

14.241 


1 AA OO OO 

1.00 38.78 


1 AT17 O O A A 

1DIK3300 


J\fPAM 

A1UM 


0OAO 


N 


HPT* 

ASP 


4 04 

424 


1 0 OOA 

19.830 


00 000 
22.838 


10 oci 
18.351 


1 AA OO OO 

1.00 29.32 


1 r\rv 00 A1 

1DIK3301 


ATOM 


3210 


Aft 

CA 


ft PT» 

ASP 


4 04 

424 


OA CC4 

20.654 


00 000 


10 000 

19.393 


1 AA OO 1A 

1.00 32.19 


1DIK3302 


ATOM 


3211 


r 

V 


ASP 

nor 


424 


LM • / LJ 


LL . 770 


20 704 


1 00 10 97 




ATOM 


3212 


0 


ASP 


424 


20.614 


22.391 


21.772 


1.00 35.15 


1DIK3304 


ATOM 


3213 


CB 


ASP 


424 


22.057 


21.954 


18.858 


1.00 37.79 


1DIK3305 V . 


ATOM 


3214 


CG 


ASP 


424 


22.087 


20.758 


17.900 


1.00 49.74 


1DIK3306 


ATOM 


3215 


0D1 


ASP 


424 


21.108 


20.531 


17.136 


1.00 52.55 


1DIK3307 


ATOM 


3216 


0D2 


ASP 


424 


23.101 


20.034 


17.911 


1.00 52.75 


1DIK3308 r-|r^ Q CA 
1DIK3309 T b. O-OU 


ATOM 


3217 


N 


SER 


425 


20.919 


24.311 


24.653 


1.00 28.34 



In re Application of: Dirk KOSTREWA, et a/. 



Parent Serial No.: 



10/062,848 
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MODIFIED PHYTASES 


ATOM 


3218 

JL 10 


fA 


^ER 


tL J 


70 976 

fa U • J I O 


25.071 


21.893 


1.00 28.79 


ATOM 


3219 

JL LJ 


r 


<?FR 

Villi 




19 568 
IJ • JOO 


25.148 


22.504 


1.00 28.14 


ATOM 


3220 

JL fa v 


o 

V 


UXJlA 


ifa J 


19 477 

l J • tLL 


25.177 


23.731 


1.00 27.74 


ATOM 


3221 

Jfafa X 




SER 


425 

*lfa J 


21 584 

Lit JOt 


26.470 


21.674 


1.00 27.42 


ATOM 


3222 


0G 


SER 


425 

tLJ 


70 849 


27.235 


20.742 


1.00 31.04 


ATOM 


3223 


N 


PHE 

X lllJ 


426 


18 538 

10 • J JO 


25.170 


21.651 


1.00 26.40 


ATOM 


3224 


CA 


PHE 


426 


17 152 

Lit Ufa 


25.203 


22.129 


4 A A A r J A 

1.00 26.40 


ATOM 


3225 


C 


PHE 

X UU 


426 

f faU 


16 839 

xu • O J J 


23.931 


22.941 


1.00 26.61 


ATOM 

ax vu 


3226 0 


PHP 

X Oij 


426 

tfaO 


16 311 

XO • OIL 


23.996 


24.064 


1.00 23.72 


ATOM 


3227 


CB 


PHE 

X Uli 


426 

tfaU 


16 149 

10 • It j 


25.327 


20.961 


1.00 24.80 


ATOM 

axuu 


3228 


CG 


PHE 

lull 


f faO 


14 6Qfl 

Lt • O 


25.227 


21.399 


1.00 24.49 


ATOM 


3229 


CD1 


PRF 

X BO 


tLO 


14 171 


26.225 


22.185 


1.00 23.07 


ATOM 

axuu 


3230 


CD2 


PHE 

x UJj 


426 

tLO 


13 975 

1 J • JL J 


24.117 


21.061 


1.00 22.45 


ATOM 


3231 


CE1 


PHE 

x Qu 


426 


17 809 

11 • OvJ 


26.112 


22.632 


1.00 20.13 


ATOM 

A lull 


3232 


CE2 


PHF 


426 

tL 0 


17 fiflQ 

li • OU J 


23.999 


21.506 


1.00 19.45 


ATOM 


3233 


CZ 


PHE 

X uu 


426 

tfaU 


1? 053 

LL • UJJ 


24.993 


22.293 


1.00 20.49 


ATOM 


3234 


N 


VAT. 

V AD 


427 

tL I 


17 161 

1 / • 101 


22.780 


22.354 


1.00 27.03 


ATOM 


3235 CA 


VAL 

V AJJ 


427 

tL 1 


16 948 

10 • JtO 


21.491 


22.996 


1.00 27.17 


ATOM 

ill VI 1 


3236 

JL J u 


C 


VAL 


427 

tL 1 


17 788 


21.444 


24.267 


1.00 29.37 


ATOM 

axuu 


3237 

JLJ I 


0 


VAL 


427 

tL 1 


17 377 

L 1 tOL 1 


21.011 


25.323 


1.00 32.09 


ATOM 

axuu 


3238 

Jfa JO 


CB 


VAL 


427 

tL 1 


17 34fi 
1 / • oto 


20.346 


22.047 


1.00 28.39 


ATOM 


3239 

Jfa J J 


CGI 


VAL 


427 

tL 1 


17 439 
i / • toj 


19.022 


22.809 


1.00 26.94 


ATOM 


3240 


CG2 VAL 


427 

tL 1 


16 376 

10 • jLO 


20.256 


20.901 


1.00 24.93 


ATOM 

Ax vu 


3241 


N 


ARG 


tLO 


19 074 

LJt\JLt 


21.909 


24.160 


1.00 31.56 


ATOM 


3242 

J fa t fa 


CA 


ARG 


47ft 

tLO 


19 931 
i? # j ji 


21.947 


25.292 


1.00 33.59 


ATOM 

ax mi 


3243 

J fa T J 


C 


ARG 


47ft 


19 331 
l j . jji 


22.797 


26.426 


1.00 32.27 


ATOM 

axuu 


3244 


0 


ARG 


47ft 

tLO 


19 4ft9 

13 . fo j 


22.472 


27.598 


1.00 31.56 


ATOM 

AX Vll 


3245 


CB 


ARG 


428 

tLO 


71 757 


22.518 


24.819 


1.00 40.23 


ATOM 

ni vii 


3246 


CG 


ARG 


4?ft 

tLO 


77 404 


22.306 


25.750 


1.00 55.44 


ATOM 

nivll 


3247 


CD 


ARG 


4?ft 

tLO 


73 706 
£ J • / uo 


22.643 


25.043 


1.00 69.03 


ATOM 

AX VI 1 


3248 


NE 


ARG 


428 

tLO 


24 726 

Lt t 1 LO 


23.025 


26.013 


1.00 83.02 


ATOM 

A A VI 1 


3249 

J Lit J 


CZ 


ARG 


478 

tLO 


75 637 

fa J • O jfa 


23.981 


25.819 


1.00 88.04 


ATOM 

AX Vll 


3250 


NH1 


ARG 


47ft 

tLO 


75 659 

£ J i OJJ 


24.656 


24.674 


1.00 89.88 


ATOM 

AX Vll 


3251 


NH2 ARG 


428 

tLO 


76 516 

faO • JlO 


24.260 


26.777 


1.00 89.48 


ATOM 

AX Vll 


3252 


N 


GLY 


47Q 

tLJ 


1ft 634 

10 • O Jt 


23.875 


26.068 


1.00 31.73 


ATOM 

Al Vll 


3253 

mitt J J 


CA 


GLY 


47Q 

tLJ 


1ft 011 

10 .011 


24.754 


27.049 


1.00 29.88 


ATOM 

AX VII 


3254 


C 


GLY 


479 

tLJ 


10*014 


24.187 


27.816 


1.00 31.65 


ATOM 

AX Vll 


3255 


0 


GLY 


479 

tLJ 


16 434 
10 * t ot 


24.718 


28.871 


1.00 29.27 


ATOM 

AX Vll 


3256 


N 


LEU 


410 


Ifi 70ft 

10 • L\JO 


23.115 


27.308 


1.00 32.28 


ATOM 


3257 


CA 


LEU 


430 

1 J V 


15 057 

1 J ■ U J / 


22.495 


27.977 


1.00 31.40 


ATOM 

AX Vll 


3258 


C 


LEU 


430 

t J V 


15 546 

1 J • JtO 


21.456 


29.009 


1.00 30.50 


ATOM 


3259 


0 


LEU 


430 

t JU 


15 093 

1 J • UJJ 


20.307 


A A AAA 

29.033 


1.00 30.10 


ATOM 


3260 


CB 


LEU 


430 


14 144 

It ■ Ltt 


21.836 


26.930 


1.00 27.85 


ATOM 

AX Vll 


3261 


CG 


LEU 


430 

t JU 


13 635 

1 J • OJJ 


22.755 


25.819 


1.00 27.51 


ATOM 

AX Vll 


3262 


CD1 


LEU 


430 

t JU 


17 9R0 

LLtJQv 


21.956 


24.702 


1.00 21.48 


ATOM 

AX Vll 


3263 


CD2 LEU 


430 


12 672 

Ifa t O / fa 


23.751 


26.420 


1.00 21.75 


ATOM 

AX Vll 


3264 


N 


SER 


411 
t ol 


16 46ft 

10 • 100 


21.869 


29.869 


1.00 29.03 


ATOM 

AX vll 


3265 


CA 


SER 


411 

*XJl 


17 07ft 

LI tOLQ 


20.960 


30.864 


1.00 31.21 


ATOM 

AX Vll 


3266 


C 


SER 


431 
tji 


15 991 

LJ tJJL 


20.465 


31.871 


1.00 28.76 


ATOM 

AX Vll 


3267 


0 


SER 


431 
to l 


16 037 

1 0 • v J / 


19.308 


32.290 


1.00 29.64 


ATOM 

AX Vll 


3268 


CB 


SER 


411 
tji 


1ft 717 

10 • falfa 


21.623 


31.580 


1.00 31.70 


ATOM 

AX Vll 


3269 


0G 


SER 


431 

tJ X 


17 R37 

1 / • 0 J / 


22.857 


32.169 


1.00 36.73 


ATOM 


3270 


N 


PHE 


432 

t Jfa 


15 059 


21.334 


32.254 


1.00 25.33 


ATOM 


3271 


CA 


PHE 


432 


14 016 

It • v 10 


20.969 


33.207 


1.00 26.36 


ATOM 


3272 


C 


PHE 


432 


13 170 

x J • 1 / V 


19.796 


32.681 


1.00 30.38 


ATOM 


3273 


0 


PHE 


432 

Ufa 


12 904 

Ifa • J ut 


18.822 


33.404 


1.00 29.32 


ATOM 


3274 


CB 


PHE 


432 

tJL 


13 133 
i j * i j j 


22.186 


33.487 


1.00 21.52 


ATOM 


3275 


CG 


PHE 


432 

t JL 


11 908 

11* J uo 


21.885 


34.315 


1.00 24.46 


ATOM 


3276 


CD1 


PHE 


432 

t JL 


12 022 

ifa t Ufa fa 


21.567 


35.670 


1.00 22.91 


ATOM 


3277 


CD2 


PHE 


432 

tJL 


10 636 

1U ■ O JO 




00 oon 

33.739 


1 flA 1ft 00 

1.00 19.38 


ATOM 


3278 


CE1 


PHE 


432 


10.883 


21.311 


36.441 


1.00 24.30 


ATOM 


3279 


CE2 


PHE 


432 


9.489 


21.688 


34.495 


1.00 22.66 


ATOM 


3280 


CZ 


PHE 


432 


9.606 


21.372 


35.846 


1.00 26.15 


ATOM 


3281 


N 


ALA 


433 


12.752 


19.896 


31.421 


1.00 27.75 


ATOM 


3282 


CA 


ALA 


433 


11.958 


18.850 


30.796 


1.00 26.55 



1DIK3310 

1DIK3311 

1DK3312 

1DIK3313 

1DIK3314 

1DIK3315 

1DIK3316 

1DIK3317 

1DIK3318 

1DIK3319 

1DIK3320 

1DIK3321 

1DIK3322 

1DIK3323 

1DIK3324 

1DIK3325 

1DIK3326 

1DIK3327 

1DIK3328 

1DIK3329 

1DIK3330 

1DIK3331 

1DIK3332 

1DIK3333 

1DIK3334 

1DIK3335 

1DIK3336 

1DIK3337 

1DIK3338 

1DIK3339 

1DIK3340 

1DIK3341 

1DIK3342 

1DIK3343 

1DIK3344 

1DIK3345 

1DIK3346 

1DIK3347 

1DIK3348 

1DIK3349 

1DIK3350 

1DIK3351 

1DIK3352 

1DIK3353 

1DIK3354 

1DIK3355 

1DIK3356 

1DIK3357 

1DIK3358 

1DIK3359 

1DIK3360 

1DIK3361 

1DIK3362 

1DIK3363 

1DIK3364 

1DIK3365 

1DIK3366 

1DIK3367 

1DIK3368 

1DIK3369 

1DIK3370 

1DIK3371 

1DIK3372 

1DIK3373 r-ir* O CA 
1DIK3374 FIG. 0-51 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 



ATOM 


3283 


c 


ALA 


433 


12.789 


17.577 


30.597 


1.00 25.17 


1DIK3375 


ATOM 


3284 


0 


ALA 


433 


12.350 


16.492 


30.974 


1.00 28.47 


1DIK3376 


ATOM 


3285 


CB 


ALA 


433 


11.411 


19.336 


29.460 


1.00 23.17 


1DIK3377 


ATOM 


3286 


N 


ARG 


434 


13.982 


17.710 


30.018 


1.00 23.09 


1DIK3378 


ATOM 


3287 


CA 


ARG 


434 


14.849 


16.557 


29.754 


1.00 24.40 


1DIK3379 


ATOM 


3288 


c 


ARG 


434 


15.156 


15.725 


30.992 


1.00 24.98 


1DIK3380 


ATOM 


3289 


0 


ARG 


434 


15.416 


14.525 


30.889 


1.00 25.10 


1DIK3381 


ATOM 


3290 


CB 


ARG 


434 


16.163 


16.991 


29.087 


1.00 22.29 


1DIK3382 


ATOM 


3291 


CG 


ARG 


434 


16.013 


17.379 


27.610 


1.00 27.82 

A f V V fa I • VH 


1DIK3383 

X fa# X AW V V W 


ATOM 


3292 


CD 


ARG 


434 


17.363 


17.590 


26.910 


1.00 29.10 


1DIK3384 


ATOM 


3293 


NE 


ARG 


434 


18.090 


18.741 


27.446 


1.00 36.82 

X t V V *S V . V AJ 


1DIK3385 

X 4/ X AW W V «/ 


ATOM 


3294 


cz 


ARG 


434 


19.087 


18.664 


28.332 

fa V t Www 


1.00 39.13 

X.VV ^ / 1 l¥ 


1DIK3386 

X Lf X AW WWW 


ATOM 


3295 


NHl 


ARG 


434 


19.487 


17.480 


28.784 


1.00 39.16 


1DIK3387 


ATOM 


3296 


NH2 


ARG 


434 


19.688 


19.770 


28.766 

fa V • f V V 


1.00 30.93 

X.VV V V . ^ «S 


1DIK3388 


ATOM 


3297 


N 


SER 


435 


15.123 


16.367 


32.157 


1.00 26.13 

X ■ V V fa V t x w 


1DIK3389 


ATOM 


3298 


CA 


SER 


435 


15.394 


15.696 


33.427 


1.00 28.09 


1DIK3390 


ATOM 


3299 


C 


SER 


435 


14.126 


15.122 


34.088 


1.00 26.80 

* • V V fa V • V V 


1DIK3391 


ATOM 


3300 


0 


SER 


435 


14.208 


14.433 


35.103 


1.00 27.78 


1DIK3392 


ATOM 


3301 


CB 


SER 


435 


16.112 


16.659 


34.392 


1.00 29.48 

AtVV fa J f * V 


1DIK3393 


ATOM 


3302 


OG 


SER 


435 


15.322 


17.811 


34.687 


1.00 36.42 

X • V V «/ V . A at 


1DIK3394 

XXf liW W > * 


ATOM 


3303 


N 


GLY 


436 


12.960 


15.407 


33.515 


1.00 26.30 

X.VV it V . */ V 


1DIK3395 


ATOM 


3304 


CA 


GLY 


436 


11.719 


14.894 


34.068 


1.00 24.08 

* # V V it 4 . V V 


1DIK3396 

x i/ x aw «# y v 


ATOM 


3305 


c 


GLY 


436 


11.003 


15.827 


35.025 


1.00 25.00 

X * V V it <J * V V 


1DIK3397 


ATOM 


3306 


0 


GLY 


436 


10.114 


15.383 


35.763 


1.00 25.04 

X . V V it tJ . V * 


1DIK3398 

X A/ X AW *J J \t 


ATOM 


3307 


N 


GLY 


437 


11.376 


17.107 


35.015 


1.00 24.66 


1DIK3399 

X fc/X 1 W *J J J 


ATOM 


3308 


CA 


GLY 


437 


10.755 


18.076 


35.901 


1.00 26.30 


1DIK3400 

X 4/ X AW * V V 


ATOM 


3309 


c 


GLY 


437 


10.743 


17.560 


37.330 


1.00 28.82 

X.VV A* V • V A* 


1DIK3401 

Al/AiWl V X 


ATOM 


3310 


o 


GLY 


437 


11.697 


16.913 


37.767 


1.00 30.32 

<•> • V V w V I \J fa 


1DIK3402 

* 1/ A • **/ A v fa 


ATOM 


3311 


N 


ASP 


438 


9.666 


17.839 


38.058 


1.00 29.95 

A ■ V V fa J % > W 


1DIK3403 


ATOM 


3312 


CA 


ASP 


438 


9.516 


17.374 


39.438 


1.00 31.82 

X.VV «S X . V fa 


1DIK3404 

X A* X AW * V * 


ATOM 


3313 


C 


ASP 


438 


8.453 


16.273 


39.477 


1.00 32.65 

•tVV v> fa • V W 


1DIK3405 


ATOM 


3314 


0 


ASP 


438 


7.674 


16.197 


40.434 


1.00 29.97 

X.VV J * J \ 


1DIK3406 

X A/ X AW 4 V V 


ATOM 


3315 


CB 


ASP 


438 


9.094 


18.534 


40.363 


1.00 33.43 

X.VV J «/ * T <J 


1DIK3407 

X A/XAW * V 1 


ATOM 


3316 


CG 


ASP 


438 


10.174 


19.610 


40.499 


1.00 37.98 

X.VV «Sf * J V 


1DIK3408 

X A/XAW * V V 


ATOM 


3317 


OD1 


ASP 


438 


11.372 


19.271 


40.545 


1.00 43.62 

X.VV *«/ twfc 


1DIK3409 

11/1 AW TV/ 


ATOM 


3318 


OD2 


ASP 


438 


9.834 


20.806 


40.563 


1.00 40.73 

X.VV i V t i <J 


1DIK3410 

AWl AW A X V 


ATOM 


3319 


N 


TRP 


439 


8.423 


15.420 


38.446 


1.00 32.12 

X.VV Jli l lli 


1DIK3411 

ll/llwl X X 


ATOM 


3320 


CA 


TRP 


439 


7.415 


14.357 


38.365 


1.00 31.93 

X.VV J X t J V 


1DIK3412 

X A/ X AW 1 Ail 


ATOM 


3321 


C 


TRP 


439 


7.429 


13.410 


39.571 


1.00 35.50 

X.VV »/«/•»/ V 


1DIK3413 

X A/XAW i X «S 


ATOM 


3322 


0 


TRP 


439 


6.388 


12.886 


39.979 


1.00 34.13 

X.VV w a • x w 


1DIK3414 

X A/ X AW A X A 


ATOM 


3323 


CB 


TRP 


439 


7.545 


13.573 


37.045 


1.00 23.82 

+ • V V 4m w » Vf fa 


1DIK3415 

X fa* ilW * A 


ATOM 


3324 


CG 


TRP 


439 


6.379 


12.641 


36.794 


1.00 25.59 


1DIK3416 

x far ^ l \*j i i v 


ATOM 


3325 


CD1 


TRP 


439 


6.331 


11.304 


37.067 


1.00 22.86 

* ■ V V fa W 1 w v 


1DIK3417 

A fa 7 A 4V*# 1X1 


ATOM 


3326 


CD2 


TRP 


439 


5.076 


12.989 


36.279 


1.00 25.24 

X.VV A* • it 4 


1DIK3418 

X A/ X AW A X V 


ATOM 


3327 


NE1 


TRP 


439 


5.089 


10.802 

x v ■ v v u 


36.764 


1.00 27.19 

X.VV it 1 « X J 


1DIK3419 

luiiwi x y 


ATOM 


3328 


CE2 


TRP 


439 


4.299 


11.813 


36.280 


1.00 25.01 

X.VV it <J . v X 


1DIK3420 


ATOM 


3329 


CE3 


TRP 


439 


4.494 


14.179 


35.819 


1.00 25.14 

X.VV dJ 1 11 


1DIK3421 

X l/XAW a a* X 


ATOM 


3330 


CZ2 


TRP 


439 


2.967 


11.790 


35.842 


1.00 26.41 

X.VV bvill 


1DIK3422 


ATOM 


3331 


CZ3 


TRP 


439 


3.169 


14.157 


35.381 


1.00 21.25 

X.VV Xt X . it <J 


1DIK3423 

X A/XAW a w V 


ATOM 


3332 


CH2 


TRP 


439 


2.424 


12.970 


35.398 


1.00 27.53 

X.VV it 1 * J nj 


1DIK3424 

X U X AW A ft A 


ATOM 


3333 


N 


ALA 


440 


8.608 


13.198 


40.147 


1.00 39.08 

X.VV yJ J » V V 


1DIK3425 


ATOM 


3334 


CA 


ALA 


440 


8.740 


12.325 


41.304 


1.00 40.38 


1DIK3426 

X A* X AW * it V 


ATOM 


3335 


c 


ALA 


440 


7.783 


12.771 


42.429 


1.00 42.18 


1DIK3427 


ATOM 


3336 


0 


ALA 


440 


7.072 


11.948 


43.026 


1.00 44.41 


1DIK3428 

AVA AW * it V 


ATOM 


3337 


CB 


ALA 


440 


10.173 


12.341 


41.776 


1.00 36.80 


1DIK3429 


ATOM 


3338 


N 


GLU 


441 


7.758 


14.077 


42.689 


1.00 41.96 


1DIK3430 


ATOM 


3339 


CA 


GLU 


441 


6.903 


14.687 


43.713 


1.00 42.69 


1DIK3431 


ATOM 


3340 


c 


GLU 


441 


5.397 


14.402 


43.529 


1.00 42.04 


1DIK3432 


ATOM 


3341 


0 


GLU 


441 


4.575 


14.766 


44.373 


1.00 42.51 


1DIK3433 


ATOM 


3342 


CB 


GLU 


441 


7.109 


16.207 


43.710 


1.00 49.22 


1DIK3434 


ATOM 


3343 


CG 


GLU 


441 


8.554 


16.671 


43.787 


1.00 56.93 


1DIK3435 


ATOM 


3344 


CD 


GLU 


441 


9.184 


16.346 


45.122 


1.00 65.76 


1DIK3436 


ATOM 


3345 


OE1 


GLU 


441 


8.602 


16.733 


46.161 


1.00 69.69 


1DIK3437 


ATOM 


3346 


OE2 


GLU 


441 


10.260 


15.704 


45.139 


1.00 69.76 


1DIK3438 r\n O CO 
lDIK3439 rlb. o-o2 


ATOM 


3347 


N 


CYS 


442 


5.034 


13.765 


42.426 


1.00 39.99 









In re Application of: Dirk 


KOSTREWA. etal. 










Parent Serial No.: 


10/062,848 












For: 






MODIFIED PHYTASES 




ATOM 


3348 


CA 


CYS 


442 


3.638 


13.468 


42.160 


4 A A J A J A 

1.00 40.48 


1DIK3440 


ATOM 


3349 


c . 


CYS 


442 


3.068 


1 a i i 1 

12 . 41 l 


43.073 


4 A A J A A A 

1.00 43.32 


1DIK3441 


ATOM 


3350 


O 


CYS 


442 


1.859 


12.405 


43.337 


4 A A J A f A 

1.00 43.60 


1DIK3442 


ATOM 


3351 


CB 


CYS 


442 


3.452 


12.982 


40.715 


4 A A A A A A 

1.00 39.39 


1DIK3443 


ATOM 


3352 


SG 


CYS 


442 


3.541 


14.265 


39.429 


4 A A A A A k 

1.00 32.94 


1DIK3444 


ATOM 


3353 


N 


PHE 


443 


3.930 


11.517 


43.546 


4 A A i F A f 

1.00 45.06 


1DIK3445 


ATOM 


3354 


CA 


PHE 


443 


3.479 


10.403 


44.372 


m a a m a m a 

1.00 50.79 


1DIK3446 


ATOM 


3355 


C 


PHE 


443 


3.941 


10.416 


45.813 


1.00 55.76 


1DIK3447 


ATOM 


3356 


O 


PHE 


443 


3.268 


9.863 


46.684 


1.00 57.52 


1DIK3448 


ATOM 


3357 


CB 


PHE 


443 


3.882 


9.111 


43.681 


1.00 45.54 


1DIK3449 


ATOM 


3358 


CG 


PHE 


443 


3.724 


9.182 


42.205 


4 A A IP A A 

1.00 45.83 


1DIK3450 


ATOM 


3359 


CD1 


PHE 


443 


2.453 


9.192 


41.636 


4 A A J A J 4 

1.00 43.41 


1DIK3451 


ATOM 


3360 


CD2 


PHE 


443 


4.840 


9.294 


41.379 


4 A A 1 f •* 1 

1.00 46.74 


1DIK3452 


ATOM 


3361 


CE1 


PHE 


443 


2.292 


9.315 


40.262 


1.00 43.31 


1DIK3453 


ATOM 


3362 


CE2 


PHE 


443 


4.694 


9.417 


39.999 


4 A A IP *4 A 

1.00 45.78 


1DIK3454 


ATOM 


3363 


CZ 


PHE 


443 


3.416 


9.428 


39.441 


4 A A IP 1 A 

1.00 45.42 


1DIK3455 


ATOM 


3364 


N 


ALA 


444 


5.089 


11.039 


46.060 


4 A A f A A A 

1.00 62.20 


1DIK3456 


ATOM 


3365 


CA 


ALA 


444 


5.621 


11.144 


47.412 


4 a a p P r a 

1.00 66.60 


1DIK3457 


ATOM 


3366 


C 


ALA 


444 


4.893 


12.333 


48.043 


4 A A A A ft* 

1.00 68.05 


1DIK3458 


ATOM 


3367 


O 


ALA 


444 


3.938 


12.089 


48.817 


1.00 68.94 


1DIK3459 


ATOM 


3368 


CB 


ALA 


444 


7.151 


11.380 


47.381 


1.00 66.83 


1DIK3460 


ATOM 


3369 


OXT 


ALA 


444 


5.274 


13.489 


47.747 


1.00 69.24 


1DIK3461 


TER 


3370 




ALA 


444 










1DIK3462 


HETATM 


3371 


O 


HOH 


1 


5.314 


11.951 


16.327 


4 A A 4 A A A 

1.00 10.28 


1DIK3463 


HETATM 


3372 


O 


HOH 


2 


-6.660 


26.826 


16.721 


1.00 14.37 


1DIK3464 


HETATM 


3373 


O 


HOH 


3 


0.327 


31.364 


16.394 


4t A A 4 J A A 

1.00 14.78 


1DIK3465 


HETATM 


3374 


O 


HOH 


4 


-11.448 


9.894 


26.651 


1.00 15.14 


1DIK3466 


HETATM 


3375 


O 


HOH 


5 


-1.808 


14.907 


36.587 


4 A A 4 m 4 A 

1.00 15.18 


1DIK3467 


HETATM 


3376 


O 


HOH 


6 


-16.607 


13.889 


26.028 


1.00 15.50 


1DIK3468 


HETATM 


3377 


O 


HOH 


7 


8.014 


7.031 


26.624 


1.00 15.90 


1DIK3469 


HETATM 


3378 


O 


HOH 


8 


2.890 


16.506 


29.187 


1.00 16.33 


1DIK3470 


HETATM 


3379 


O 


HOH 


9 


-3.509 


12.674 


9.344 


1.00 16.84 


1DIK3471 


HETATM 


3380 


O 


HOH 


10 


12.661 


12.918 


24.069 


1.00 17.03 


1DIK3472 


HETATM 


3381 


O 


HOH 


11 


0.759 


15.125 


16.187 


1.00 18.48 


1DIK3473 


HETATM 


3382 


O 


HOH 


12 


-4.619 


39.381 


32.613 


1.00 18.74 


1DIK3474 


HETATM 


3383 


0 


HOH 


13 


-9.462 


31.056 


14.118 


4 A A •« A A A 

1.00 18.80 


1DIK3475 


HETATM 


3384 


0 


HOH 


14 


-5.677 


35.681 


21.397 


1.00 19.53 


1DIK3476 


HETATM 


3385 


0 


HOH 


15 


-11.372 


5.811 


26.977 


4 A A A A A A 

1.00 20.29 


1DIK3477 


HETATM 


3386 


0 


HOH 


16 


1.644 


9.234 


20.239 


4 A A A A A A 

1.00 20.38 


1DIK3478 


HETATM 


3387 


0 


HOH 


17 


7.980 • 


5.282 


24.219 


4 A A A A IP 

1.00 20.45 


1DIK3479 


HETATM 


3388 


0 


HOH 


18 


-2.840 


6.618 


26.553 


1.00 21.48 


1DIK3480 


HETATM 


3389 


0 


HOH 


19 


10.194 


6.545 


20.888 


1.00 21.50 


1DIK3481 


HETATM 


3390 


0 


HOH 


20 


-10.932 


8.587 


24.215 


1.00 22.02 


1DIK3482 


HETATM 


3391 


0 


HOH 


21 


-3.698 


27.479 


12.828 


1.00 22.24 


1DIK3483 


HETATM 


3392 


0 


HOH 


22 


-9.209 


6.732 


23.045 


1.00 22.35 


1DIK3484 


HETATM 


3393 


0 


HOH 


23 


-11.843 


33.526 


16.995 


1.00 22.95 


1DIK3485 


HETATM 


3394 


0 


HOH 


24 


-10.730 


33.322 


13.268 


1.00 23.32 


1DIK3486 


HETATM 


3395 


0 


HOH 


25 


-5.232 


6.280 


25.125 


1.00 23.99 


1DIK3487 


HETATM 


3396 


0 


HOH 


26 


-2.692 


31.651 


13.662 


4 A A A M 1 A 

1.00 24.43 


1DIK3488 


HETATM 


3397 


0 


HOH 


27 


9.007 


7.301 


10.872 


4 A A A M + m 

1.00 24.65 


1DIK3489 


HETATM 


3398 


0 


HOH 


28 


4.550 


15.458 


32.235 


4 A A A J A A 

1.00 24.79 


1DIK3490 


HETATM 


3399 


0 


HOH 


29 


0.579 


35.238 


22.968 


4 A A A 1 A m 

1.00 24.95 


1DIK3491 


HETATM 


3400 


0 


HOH 


30 


0.056 


10.426 


25.818 


4 A A A P* J A 

1.00 25.40 


1DIK3492 


HETATM 


3401 


0 


HOH 


31 


2.362 


9.432 


24.562 


1.00 26.19 


1DIK3493 


HETATM 


3402 


0 


HOH 


32 


8.504 


5.960 


17.071 


1.00 26.33 


1DIK3494 


HETATM 


3403 


0 


HOH 


33 


-3.535 


16.451 


2.757 


1.00 26.46 


1DIK3495 


HETATM 


3404 


0 


HOH 


34 


1.506 


9.018 


33.598 


4 A A A f A f 

1.00 26.96 


1DIK3496 


HETATM 


3405 


0 


HOH 


35 


-18.820 


19.116 


20.350 


4 A A A 1 4 A 

1.00 27.18 


1DIK3497 


HETATM 


3406 


0 


HOH 


36 


8.399 


9.350 


9.458 


4 A A A A A . 

1.00 27.24 


1DIK3498 


HETATM 


3407 


0 


HOH 


37 


-9.061 


JO. 73/ 


o.D/ / 


1 flfl *)1 


1DIK3599 


HETATM 


3408 


0 


HOH 


38 


-12.921 


16.340 


9.063 


1.00 27.46 


1DIK3500 


HETATM 


3409 


0 


HOH 


39 


-12.574 


24.639 


28.242 


1.00 27.73 


1DIK3501 


HETATM 


3410 


0 


HOH 


40 


-12.507 


26.784 


33.545 


1.00 27.75 


1DIK3502 


immi mil 

HETATM 


3411 


0 


HOH 


41 


-7.187 


31.641 


12.393 


1.00 27.85 


lDIK3503 r"i^\ o co 


HETATM 


3412 


0 


HOH 


42 


10.571 


32.202 


19.033 


1.00 28.02 


lDIK3504 rlb. O-OO 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et at. 
10/062,848 

MODIFIED PHYTASES 



BETATM 


3413 


0 


HOH 


43 


8.426 


35.536 


30.142 


1.00 28.34 


HETATM 


3414 


0 


HOH 


44 


-6.691 


36.766 


30.786 


1.00 28.87 


HETATM 


3415 


0 


HOH 


45 


12.389 


22.580 


30.279 


1.00 29.03 


HETATM 


3416 


0 


HOH 


46 


-16.222 


15.844 


27.511 


1.00 29.03 


HETATM 


3417 


0 


HOH 


47 


-10.420 


13.136 


6.619 


1.00 29.13 


HETATM 


3418 


0 


HOH 


48 


6.987 


21.974 


38.216 


1.00 29.26 


HETATM 


3419 


0 


HOH 


49 


-17.438 


17.382 


24.990 


1.00 29.33 


HETATM 


3420 


0 


HOH 


50 


-22.489 


30.175 


17.758 


1.00 29.51 


HETATM 


3421 0 


HOH 


51 


-2.152 


40.434 


32.506 


1.00 29.67 


HETATM 


3422 


0 


HOH 


52 


-10.794 


11.992 


11.258 


1.00 29.84 


HETATM 


3423 


0 


HOH 


53 


-5.062 


39.959 


28.886 


1.00 29.89 


HETATM 


3424 


0 


BOH 


54 


-19.008 


30.051 


23.934 


1.00 29.97 


HETATM 


3425 


0 


HOH 


55 


14.324 


12.475 


22.179 


1.00 29.97 


HETATM 


3426 


0 


HOH 


56 


-15.744 


47.285 


28.530 


1.00 29.97 


HETATM 


3427 


0 


HOH 


57 


-2.017 


21.298 


33.876 


1.00 30.51 


HETATM 


3428 


0 


BOH 


58 


-10.164 


23.699 


27.468 


1.00 30.66 


HETATM 


3429 


0 


BOB 


59 


21.068 


30.466 


19.064 


1.00 30.86 


HETATM 


3430 0 


BOB 


60 


15.633 


26.247 


25.288 


1.00 31.46 


HETATM 


3431 


0 


BOB 


61 


2.539 


13.006 


3.675 


1.00 31.51 


HETATM 


3432 


0 


BOB 


62 


0.718 


11.503 


8.049 


1.00 31.69 


HETATM 


3433 


0 


BOB 


63 


6.296 


32.820 


36.174 


1.00 31.69 


HETATM 


3434 


0 


BOB 


64 


-6.588 


42.450 


32.884 


1.00 31.91 


HETATM 


3435 


0 


BOB 


65 


2.321 


35.791 


25.121 


1.00 32.04 


HETATM 


3436 


0 


BOH 


66 


-11.516 


36.087 


6.335 


1.00 32.59 


HETATM 


3437 


0 


HOB 


67 


-25.724 


25.284 


29.618 


1.00 32.59 


HETATM 


3438 


0 


BOB 


68 


-18.133 


26.391 


31.970 


1.00 32.62 


HETATM 


3439 0 


BOB 


69 


-14.947 


45.064 


46.354 


1.00 33.42 


HETATM 


3440 


0 


BOB 


70 


21.082 


26.576 


25.533 


1.00 33.44 


HETATM 


3441 0 


BOB 


71 


11.263 


14.005 


39.063 


1.00 33.76 


HETATM 


3442 


0 


BOB 


72 


6.695 


36.561 


26.464 


1.00 33.92 


HETATM 


3443 


0 


BOH 


73 


-5.225 


27.878 


-1.684 


1.00 34.01 


HETATM 


3444 


0 


HOB 


74 


-0.802 


9.860 


-0.093 


1.00 34.16 


HETATM 


3445 


0 


BOB 


75 


-12.291 


22.260 


29.152 


1.00 34.19 


HETATM 


3446 


0 


BOH 


76 


9.096 


28.265 


3.852 


1.00 35.19 


HETATM 


3447 


0 


BOB 


77 


14.838 


41.703 


18.071 


1.00 35.41 


HETATM 


3448 


0 


BOB 


78 


7.786 


14.132 


5.764 


1.00 35.54 


HETATM 


3449 


0 


BOB 


79 


14.772 


24.028 


31.196 


1.00 35.79 


HETATM 


3450 0 


BOH 


80 


-6.978 


43.656 


22.677 


1.00 35.90 


HETATM 


3451 


0 


HOB 


81 


-10.032 


8.600 


15.243 


1.00 36.00 


HETATM 


3452 0 


BOB 


82 


24.248 


25.836 


18.908 


1.00 36.04 


HETATM 


3453 


0 


BOB 


83 


-9.437 


'28.721 


1.634 


1.00 36.20 


HETATM 


3454 


0 


BOB 


84 


-2.779 


26.774 


21.988 


1.00 36.25 


HETATM 


3455 


0 


BOB 


85 


,-20.467 


37.474 


17.552 


1.00 36.27 


HETATM 


3456 


0 


BOB 


86 


8.166 


29.232 


31.117 


1.00 36.46 


HETATM 


3457 


0 


BOB 


87 


-26.538 


28.576 


41.161 


1.00 36.47 


HETATM 


3458 


0 


BOH 


88 


-2.580 


22.992 


47.692 


1.00 36.48 


HETATM 


3459 


0 


HOB 


89 


12.366 


14.284 


9.003 


1.00 36.58 


HETATM 


3460 0 


BOB 


90 


-21.790 


30.576 


46.190 


1.00 36.67 


HETATM 


3461 


0 


BOB 


91 


-15.282 


25.935 


33.446 


1.00 36.75 


HETATM 


3462 


0 


BOB 


92 


14.144 


14.560 


25.959 


1.00 36.89 


HETATM 


3463 0 


BOB 


93 


-1.689 


11.245 


32.455 


1.00 36.99 


HETATM 


3464 


0 


BOB 


94 


-15.117 


10.158 


15.158 


1.00 37.08 


HETATM 


3465 


0 


BOB 


95 


-14.135 


46.511 


18.743 


1.00 37.17 


HETATM 


3466 


0 


BOB 


96 


-4.814 


10.202 


6.231 


1.00 37.24 


HETATM 


3467 


0 


BOB 


97 


7.946 


31.148 


35.040 


1.00 37.53 


HETATM 


3468 0 


BOB 


98 


-6.586 


41.003 


26.383 


1.00 37.57 


HETATM 


3469 0 


BOB 


99 


-19.902 


18.883 


33.687 


1.00 37.74 


HETATM 


3470 


0 


BOB 


100 


-18.028 


40.102 


50.829 


1.00 37.89 


HETATM 


3471 


0 


BOB 


101 


-13.315 


28.183 


35.513 


1.00 38.10 


HETATM 


3472 


0 


BOB 


102 


A A AAA 

-28.008 


45.248 


30.179 


4 A A *\ A A /* 

1.00 38.86 


HETATM 


3473 


0 


BOB 


103 


0.486 


39.943 


46.308 


1.00 39.11 


HETATM 


3474 


0 


BOB 


104 


-2.576 


4.959 


28.921 


1.00 39.13 


HETATM 


3475 


0 


BOB 


105 


-25.042 


47.163 


37.757 


1.00 39.65 


HETATM 


3476 


0 


BOB 


106 


-13.645 


35.978 


48.302 


1.00 40.20 


HETATM 


3477 


0 


BOB 


107 


14.699 


38.630 


20.218 


1.00 40.52 
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In re Application of: Dirk 
Parent Serial No.: 
For: 



KOSTREWA, et a/. 
10/062,848 

MODIFIED PHYTASES 



> 



HETATM 


3478 0 


H0H 


108 


-8.278 


44.086 


42.473 


1.00 41.00 


1DIK3570 


HETATM 


3479 0 


H0H 


109 


-5.494 


11.036 


32.617 


1.00 42.26 


1DIK3571 


HETATM 


3480 0 


H0H 


110 


9.842 


15.499 


12.296 


1.00 43.26 


1DIK3572 


HETATM 


3481 0 


HOB 


111 


-16.929 


18.595 


14.159 


1.00 43.73 


1DIK3573 


HETATM 


3482 0 


BOB 


112 


-2.958 


42.099 


16.177 


1.00 43.99 


1DIK3574 


HETATM 


3483 0 


BOB 


113 


-20.129 


25.973 


11.583 


1.00 44.43 


1DIK3575 


HETATM 


3484 0 


BOB 


114 


8.119 


26.656 


-2.650 


1.00 44.66 


1DIK3576 


HETATM 


3485 0 


BOB 


115 


17.556 


35.041 


8.367 


1.00 45.27 


1DIK3577 


HETATM 


3486 S 


S04 


201 


18.476 


17.347 


10.473 


1.00 98.34 


1DIK3578 


HETATM 


3487 01 


S04 


201 


17.123 


18.013 


10.311 


1.00 96.57 


1DIK3579 


HETATM 


3488 02 


S04 


201 


18.756 


16.524 


9.233 


1.00 97.48 


1DIK3580 


HETATM 


3489 03 


S04 


201 


18.472 


16.383 


11.631 


1.00 95.71 


1DIK3581 


HETATM 


3490 04 


S04 


201 


19.535 


18.422 


10.640 


1.00 95.40 


1DIK3582 


CONECT 


3486 3490 3489 


3488 3487 










1DIK3583 


CONECT 


3487 3486 














1DIK3584 


CONECT 


3488 3486 














1DIK3585 


CONECT 


3489 3486 














1DIK3586 


CONECT 


34903486 














1DIK3587 


MASTER 


46 


0 


1 0 


0 


0 0 


0 3488 


1 5 


34 1DIK3588 


END 
















1DIK3589 



FIG. 8-55 
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In re Application of: Dirk 
Parent Serial No.: 
For: 



KOSTREWA, et al. 
10/062,848 

MODIFIED PHYTASES 



PRIMER SET A 

PRIMER Q27L s 5' 

PRIMER Q27L as 3' 

PRIMER SET B 

PRIMER Q274L s 5' 

PRIMER Q274L as 3' 

PRIMER SET C 

PRIMER G277D S 5' 

PRIMER G277D as 3' 

PRIMER SET D 

PRIMER G277D* s 5' 

PRIMER G277D* as 3' 

PRIMER SET E 

PRIMER N340S s 5' 

PRIMER N340S as 3' 



CAT 


CTA 


TGG 


GGC 


CTG 


TAC 


TCG 


CCA 


TTC 


3' 


GTA 


GAT 


ACC 


CCG 


GAC 


ATG 


AGC 


GGT 


AAG 


5' 


H 


L 


W 


G 


L 27 


Y 


S 


P 


F 




TAC 


AAC 


TAC 


CTT 


CTG 


TCC 


TTG 


GGC 


AAG 


3' 


ATG 


TTG 


ATG 


GAA 


GAC 


AGG 


AAC 


CCG 


TTC 


5' 


Y 


N 


Y 


L 


L 274 


S 


L 


G 


K 




CTT 


CAG 


TCC 


TTG 


GAC 


AAG 


TAC 


TAC 


GGC 


3' 


GAA 


GTC 


AGG 


AAC 


CTG 


TTC 


ATG 


ATG 


CCG 


5 


L 


Q 


S 


L 


D 277 


K 


Y 


Y 


G 




CTT 


CTG 


TCC 


TTG 


GAC 


AAG 


TAC 


TAC 


GGC 


3' 


GAA 


GAC 


AGG 


AAC 


CTG 


TTC 


ATG 


ATG 


CCG 


5' 


L 


L 274 


S 


L 


D 277 


K 


Y 


Y 


G 




TTT 


TCA 


CAC 


GAC 


AGC 


AGC 


ATG 


GTT 


TCC 


3' 


AAA 


AGT 


GTG 


CTG 


TCG 


TCG 


TAC 


CAA 


AGG 


5' 


F 


S 


H 


D 


s 340 


S... 


M 


V 


I 





FIG. 14a-1 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et al. 
10/062,848 

MODIFIED PHYTASES 



1 



PRIMER SET F 

PRIMER G277K s 5' 
PRIMER G277K as 3' 

PRIMER SET 6 

PRIMER A205E s 5' 
PRIMER A205E as 3' 

PRIMER SET H 

PRIMER Y282H s 5' 
PRIMER Y282H as 3' 

PRIMER SET I 

PRIMER Avrll S 5 ' 
PRIMER Avrll as 3' 

PRIMER SET J 

PRIMER S66D s 5' 
PRIMER S66D as 3' 

PRIMER SET K 

PRIMER S140Y/D141G s 
PRIMER S140Y/D141G as 



C CTT CAG TCC TTG AAG AAG TAC TAC GGC TAC 
G GAA GTC AGG AAC TTC TTC ATG ATG CCG ATG 

L Q S L K 2 77 K Y Y G Y 

GGA GAT GAG GTT GAG GCC AAT TTC ACT G 3' 
CCT CTA CTC CAA CTC CGG TTA AAG TGA C 5 ' 

G D E V E 2 05 A N F T 

AAG TAC TAC GGC CAC GGC GCA GGC AAC 3 ' 
TTC ATG ATG CCG GTG CCG CGT CCG TTG 5 ' 

K Y Y G H 2 82 G A G N 

GAT ACG GTA GAC_ CTA GGG TAC CAG TGC 3 ' 
CTA TGC CAT CTG GAT CCC ATG GTC ACG 5 ' 

DTVDLGYQC 



CGG TAC CCA ACC GAT TCG AAG AGC AAA AAG 3 ' 
GCC ATG GGT TGG CTA AGC. TTC TCG TTT TTC 5' 

RYPTD 66 SKSKK 

5 ' GC GCC TCA GGC TAC. GGC CGG GTT ATT GC 
3 1 CG CGG AGT CCG ATG CCG GCC CAA TAA CG 

A S G Y 140 G 141 R V I A 



FIG. 14a-2 



In re Application of: 
Parent Serial No.: 
For: 



Dirk KOSTREWA, et at. 
10/062,848 

MODIFIED PHYTASES 



PRIMER SET L 

PRIMER S130N s 5 ' CTG GCG CGC AAT GTG GTG CCG TTT ATT C 3' 
PRIMER S130N as 3' GAC CGC GCG TTA CAC CAC GGC AAA TAA G 5' 

L A R N 130 V V P F I 

PRIMER SET M 

PRIMER R129L/S130N S 5' GCT CTG GCG CTC AAT GTG GTG CCG TTT ATT C 3' 

PRIMER R129L/S130N as 3' CGA GAC CGC GAG TTA CAC CAC GGC AAA TAA G 5' 

ALA L 12 9 N 130 V V P F I 

PRIMER SET N 

PRIMER K167G/R168Q s 5' GAC CAT GGC TCC GGA CAA GCT ACG CCA G 3' 
PRIMER K167G/R168Q as 3' CTG GTA CCG AGG CCT GTT CGA TGC GGT C 5' 

D H G S G 167 Q 168 A T P 



FIG. 14a-3 



In re Application of: Dirk KOSTREWA, et al. 

Parent Serial No.: 10/062,848 

For: MODIFIED PHYTASES 





m 




u-> 




in 




to 




I 




1 




I 




i 


CO 


CT 


CO 


CT 


c-> 


CT 


ro 


CT 


1 

C-> 


GAG 


1 

O 


GAG 


1 

C_> 


GAG 


1 

C-> 


GAG 


CD 
C-> 

EH 


AGC 


TCG 


AGC 


TCG 


AGC 


TCG 


CJ 


TTT 




TTT 


i 


TTT 


AAA 


TTT 


AAA 


TTC 




TTC 




TTC 


a 
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CD 
CJ 
E-i 
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ATG 
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GGA 


CCT 


GIG 
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AAC 


EH 
EH 


ATC 


TAG 


GGC 


CD 
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C-> 


GGC 


CCG 


GGC 


CCG 


GGC 


CCG 


TGG 


C-> 


TGG 


ACC 


TGG 




TGG 


ACC 


CTA 


§ 


C-> 


GAT 


O 


GAT 


CTA 


GAT 


CAT 


GTA 


CAT 


GTA 


CAT 


GTA 


Aim 

CAT 


GTA 


TCT 


AGA 


Er* 
O 
Er* 


AGA 


mnm 

TCT 


AGA 


TCT 


AGA 


ACT 


TGA 


ACT 


TGA 


ACT 


TGA 


n nm 

ACT 


TGA 


GCG 


CGC 


ppp 

GCG 


CGC 


nnn 

GCG 


CGC 


CD 
CL> 
CD 


CGC 


Er* 

cj 

C-> 


GGA 


CCT 


GGA 


ppm 
CCT 


GGA 


E-i 
C-> 
C-> 


GGA 


TCC 


AGG 


mpn 
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mpp 
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FIG. 15 



In re Application of: Dirk KOSTREWA, et al. 
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In re Application of: Dirk KOSTREWA, et al. 
Parent Serial No.: 1 0/062,848 

For: MODIFIED PHYTASES j 
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FIG. 17a 
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FIG. 17b 
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